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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



July 25, 2006, 09:36:50 ; Search time 83 Seconds 

(without alignments) 
82.629 Million cell updates/sec 



Title: US- 10 -667- 096 -34 

Perfect score: 62 

Sequence: 1 I EG PTLRQXLAARAX 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2589679 seqs, 457216429 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2589679 



Post -processing : 



Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : A_Geneseq_8 : * 

1: geneseqpl980s : * 

2: geneseqpl990s : * 

3: geneseqp2000s : * 

4: geneseqp2001s : * 

5: geneseqp2002s : * 

6: geneseqp2003as : * 

7: geneseqp2003bs : * 

8: geneseqp2004s : * 

9 : geneseqp2005s : * 

10: geneseqp2006s : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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AAWJbbbz 


Aawj bo bZ 


Th rombopo 


4bl 


4b 


"7 A 
/ 4 


. Z 


Xo 


3 


AABl /UZb 


A ikl "7 ft O C 

AaDl /Uz b 


TPO-mimet 


A CO 
4bZ 


A c 
4 b 


OA 
/ ft 


7 
. Z 


1 Q 

Xo 




a ATTO coco 
AAUZbobo 


AsiiOCfiCQ 

AauZ bob o 


Human thr 


A C 7 

4bJ 


4 b 


"7 A 
/4 


7 
. Z 


lo 


4 


A ATTO COO/1 

AAUZboZ4 


A^iiOCQOA 

AauZ boz4 


Human thr 


a c a 
4o4 


A C 

4 b 


"7 A 
/ ft 


7 
. Z 


1 Q 

Xo 




a atto cmi 
AAUZbo /l 


AaiiOCQOI 

Aauz bo / i 


Human thr 


4t3D 


A C 

4 b 


*7 A 
/ ft 


7 
. Z 


Xo 


b 


a Tamo q i o 
Ado /zy XZ 


akko o on 
ADO /z y 1Z 


TPO mimet 


A cc 
4bb 


a c 
4 b 


"7 A 

/4 


. Z 


lo 


-7 


AF» T"7 *3 ftC A 

AUJ /3 Ub4 


Adj73064 


TPO mimet 


4b / 


A C 

4 b 


"7 A 
/ ft 


7 
. Z 


lo 


Q 
O 


AF4 TC O CQQ 

AUjbzbyy 


Adj52699 


CHI delet 


468 


4 6 


74 


. 2 


18 


8 


A F\ TC "1 £ £. t\ 
AUJblDDU 


Adj51660 


CHI delet 


469 


4 6 


74 


. 2 


18 


10 


AEFo 1o3Z 


Aef61632 Modified 


A OA 

ft / u 


A C 
ft 3 


"77 

/ z 


. b 


1 7 
13 


z 


a AIJ7 C O ft 7 
AAW3b / o3 


Aaw36783 


Thrombopo 


4 71 


4 5 


"7 7 
/ Z 


. b 


1 7 
13 


4 


A AITOC ft 7 C 

AAUZbUJb 


Aau26035 


Human thr 


4 72 


45 


72 


. 6 


13 


8 


ADM72 bz4 


Adm72524 


TPO mimet 


473 


4 5 


72 


. 6 


14 


2 


A A UTT Oil 

AAW36773 


Aaw36773 


Thrombopo 


a n a 
ft / ft 


A c 


"7 7 
/ Z 


. b 


lb 


z 


a RUCC OO *7 
AAWbb / Z / 


Aaw66727 


Peptide c 


^ / 3 


A A 
fl ft 


"7 1 
/ X 




T 7 
13 


/i 
i 


aanocm fi 

AAUZbUXO 


Aau26018 


Human thr 


ft / O 


A A 
ft ft 


"7 1 


. u 


7 7 
13 


Q 

o 


a riM "7 o a ft ft 
Aun / z ft o o 


Adm724 88 


TPO mimet 


477 


44 


71 


n 


7 ft 
10 


2 


a aun q a q q 
aawu yft y y 


Aaw09499 


Thrombopo 


478 


4 4 




n 
. U 


1 ft 
X O 


2 


A Atrfft Q A C O 

aawu y4 b y 


Aaw09459 


Thrombopo 


479 


4 4 


7 1 


. 0 


1 8 


2 


AAW3bbbU 


Aaw36650 


Thrombopo 


A Q ft 


44 


7 1 


. 0 


1 8 


2 


A AW3 O ft o c 
AAW3 3UZb 


Aaw3302 6 


Thrombopo 




4 4 


"7 1 


. U 


1 ft 
XO 


3 


BAT31 "7ftOA 
AABX /UZ4 


Aabl7024 


TPO-mimet 


4 82 


4 4 


71 


. 0 


18 


4 


AAUzboby 


Aau25869 


Human thr 


A Q 7 


4 4 


7 1 


. 0 


18 


4 


AATTOCQOO 
AAUZ bo Z 3 


Aau25823 


Human thr 


4 84 


44 


7 1 


. 0 


18 


5 


Add /Z y XU 


Abb72910 


TPO mimet 


ft 0 3 


A A 
ft H 


"7 1 


. u 


i ft 
xo 


/ 


A T\ T07 ftC O 
AJJU / 3 U b Z 


Adj 73062 


TPO mimet 


4oO 


44 


7 1 


. 0 


18 


8 


AF\TCOCQ*7 

AUJbzby / 


Adj 52697 


CHI delet 


ft O / 


A A 
ft ft 


"7 1 
/ X 


. u 


i ft 
lo 


Q 

o 


an tc i c c ft 

AUJ 31030 


Adj51658 


CHI delet 


A Q ft 
ft 0 O 


A A 
4ft 


*7 1 
/ X 


ft 


1 ft 
xo 


1 u 


a T7T7C 1 C 7 ft 

Ar»rb Xb3U 


Aef61630 Modified 


A Q Q 

ft o y 


A O 
4J 


c a 
b y 


• ft 


1 ft 

xu 


7 
3 


a am o ftft c 
AAd X / u u b 


Aabl7006 


TPO-mimet 


a on 


A "3 
43 


by . 


. 4 


1 ft 
1U 


5 


A DD O "7 O O O 

Aod / z b y Z 


Abb72892 


TPO mimet 


A Q 1 
47l 


A 7 

4 J 


c a 

b y 


. 4 


10 


7 


An TT1 ftA O 

AXJJ73 U43 


Adj 73 04 3 


TPO mimet 


4 7Z 


A 7 
4 3 


C Q 

by 


. 4 


10 


8 


AnTCOiCOO 

ADJbzo/o 


Adj52678 


CHI delet 


4 5J 


A 1 
4 J 


C Q 

b y 


. 4 


i ft 
1U 


Q 

o 


AnTci a q 
AUJblbJ y 


Adj51639 


CHI delet 


4 94 


43 


69 . 


. 4 


10 


10 


AErolo 15 


Aef61615 Modified 


4?D 


A 7 
43 


£ Q 

by , 


. 4 


13 


8 


a nM n o c o c 
AXJM72bz b 


Adm72525 


TPO mimet 


4 y b 


A 1 

43 


69 . 


. 4 


13 


8 


AUM724 8 9 


Adm72489 


TPO mimet 


A Q7 

4 y / 


4 3 


C Q 

by . 


. 4 


14 


2 


AAW66715 


Aaw66715 


Peptide c 


4 y o 


A 7 
4 3 


by 


. 4 


1 A 

14 


2 


AAW6b730 


Aaw66730 


Peptide c 


ft y y 


A 7 
ft J 


69. 


.4 


1 A 
1ft 


4 


A AITOC ft T Q 

AAUZb u i y 


Aau26019 


Human thr 


500 


43 


69. 


.4 


14 


4 


AAU26036 


Aau26036 


Human thr 


501 


43 


69. 


.4 


14 


8 


ADM72517 


Adm72517 


TPO mimet 


502 


43 


69.4 


15 


4 


AAU26032 


Aau26032 


Human thr 
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start 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: July 25, 2006, 09:44:29 ; Search time 51 Seconds 

(without alignments) 
25.744 Million cell updates/sec 



Title: US- 10-667- 096-34 

Perfect score: 62 

Sequence: 1 IEGPTLRQXLAARAX 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 

Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 650591 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



Database : Issued_Patents_AA: * 

1: /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2 /iaa/6_COMB . pep : * 

3: /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4: /EMCj:elerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5: /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep: * 

7: /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 


62 


100 


0 


36 


2 


US-09 


2 


62 


100 


0 


36 


2 


US-09 


3 


60 


96 


8 


14 


1 


US-08 


4 


60 


96 


8 


14 


1 


US-08 


5 


60 


96 


8 


14 


2 


US-08 


6 


60 


96 


8 


14 


2 


US-08 


7 


60 


96 


8 


14 


2 


US-09 


8 


60 


96 


8 


14 


2 


US-09 


9 


60 


96 


8 


14 


2 


US-09 


10 


60 


96 


8 


14 


2 


US-09 


11 


60 


96 


8 


14 


2 


US-09 


12 


60 


96 


8 


14 


2 


US-09 


13 


60 


96 


8 


14 


2 


US-09 


14 


60 


96 


8 


14 


2 


US-09 


15 


60 


96 


8 


14 


2 


US-09 


16 


60 


96 


8 


14 


2 


US-09 


17 


60 


96 


8 


14 


2 


US-09 


18 


60 


96 


8 


14 


2 


US-09 


19 


60 


96 


8 


14 


2 


US-09 



422- 


838C-13 


Sequence 


13, 


Appl 


422- 


838C-29 


Sequence 


29, 


Appl 


764- 


640-13 


Sequence 


13, 


Appl 


764- 


640-193 


Sequence 


193, 


App 


973- 


225-13 


Sequence 


13, 


Appl 


973- 


225-193 


Sequence 


193, 


App 


244- 


298A-13 


Sequence 


13, 


Appl 


244- 


298A-193 


Sequence 


193, 


App 


516- 


704-13 


Sequence 


13, 


Appl 


516- 


704-193 


Sequence 


193, 


App 


549- 


090-13 


Sequence 


13, 


Appl 


549- 


090-193 


Sequence 


193, 


App 


832- 


230A-13 


Sequence 


13, 


Appl 


832- 


230A-193 


Sequence 


193, 


App 


428- 


082B-13 


Sequence 


13, 


Appl 


428- 


082B-26 


Sequence 


26, 


Appl 


428- 


082B-28 


Sequence 


28, 


Appl 


428- 


082B-29 


Sequence 


29, 


Appl 


428- 


082B-30 


Sequence 


30, 


Appl 
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20 


60 


96 . 


8 


14 


2 


tic aq aoq noon "4 1 


Sequence 


31, Appl 


21 


60 


96 . 


8 


14 


2 


TIC AQ A 9 Q flQOQ *J 9 


Sequence 


32, Appl 


22 


60 


96 . 


8 


14 


2 


TIC AQ A 9 *7 Q9Q*""' 1 

Uo-Uy-SZZ-OJoL-1 


Sequence 


1, Appli 


23 


60 


96 . 


. 8 


14 


2 


TIC AQ /199 Qlflp 9 


Sequence 


2 , Appl l 


24 


• 60 


96 . 


. 8 


15 


1 


1TC AQ 1 C A CACl 1*7 


Sequence 


17, Appl 


25 


60 


96 . 


8 


15 


1 


HO AQ "7 C A C A A 1QC 

Ub-08- /d4-o40-Io3 


Sequence 


185, App 


26 


60 


96 . 


8 


15 


2 


ITC AQ Q*7"J OTC 1*7 

Ub-OB- 9/3-22b-l/ 


Sequence 


17, Appl 


27 


60 


96 . 


8 


15 


2 


TTO AQ Q *7 TJ T)C 1QC 


Sequence 


185, App 


28 


60 


96 , 


8 


15 


2 


ITC? AQ A A A lOQ A 1*1 

US - 09 - 24 4 - 2 98A- 17 


Sequence 


17, Appl 


29 


c a 
bU 




. 8 


15 


a 
z 


ITC AQ "54/* OQQA 1 Q C 

US-U9-244- Z 98A- lob 


Sequence 


185, App 


30 


60 


96 . 


. 8 


15 


2 


HP AO C 1 £ 1 i\ A 1*7 

US -09 -5 16 -704 -17 


Sequence 


17, Appl 


31 


faU 


9b . 


, 8 


15 


a 

z 


ITC AQ CI C *7AA 1 Q C 

Ub-U9-blb- /U4-1HD 


Sequence 


185, App 


32 


60 


96 . 


8 


15 


2 


TTO AO C A Ci AAA 1*7 

US -09-549-090-17 


Sequence 


17 , Appl 


33 


60 


96 . 


8 


15 


2 


ITC AQ C/IO AQA 1 Q C 

Ub -Q9-b49-09U-18b 


Sequence 


185, App 


34 


60 


yb . 


. 8 


15 


2 


ITC AQ Q "1 A *> "5 A 7\ 1*7 

US-U9-B32 - Z 3UA- 1 / 


Sequence 


17 , Appl 


35 


60 


96 . 


. 8 


15 


2 


ITC AQ O 1 A Olftn 1 OC 

Ub -Uy-oj/-zj OA -lob 


Sequence 


185, App 


36 


60 


96 . 


, 8 


16 


1 


ITC AO A^ /I C A A 1 O 

Ub-08- 764-640-18 


Sequence 


18, Appl 


37 


60 


96 . 


. 8 


16 


1 


ttrt rt O *7£Tvl f A ft 1 A /I 

US- 08-764-640-194 


Sequence 


194, App 


38 


60 


96 . 


. 8 


16 


1 


ftp 0 O A /T VI £ A f\ A "5 A 

US- 08- 764-640-232 


Sequence 


232, App 


39 


60 


96 . 


. 8 


16 


2 


HP AO QA "5 A *T C 1 O 

Ub-08 - 9 /3-22b-18 


Sequence 


18, Appl 


40 


60 


96 . 


8 


16 


2 


lyp AO O A *1 *iOC 1 A vl 

US -08-973-225-194 


Sequence 


194, App 


4 1 


60 


96 . 


. 8 


16 


2 


ITC AO 6T3 IOC A 1 A 

Ub -Uo- y /J~22b-22U 


Sequence 


ft ft ft A 

Z Z U , App 


42 


60 


96 , 


. 8 


16 


2 


lip /\ O A>l>l A O O A TO 

US -09-244-29 8A - 1 8 


Sequence 


18, Appl 


43 


60 


96 


. 8 


16 


2 


lip AA ft A A A O O A 1 O /t 

Ub- 09-24 4 - 2 98A- 194 


Sequence 


1 Q A A 

194, App 


44 


60 


96 . 


. 8 


16 


2 


US-09-244-298A-232 


Sequence 


232 , App 


45 


60 


96 . 


. 8 


16 


2 


f Tp AQ CT 1 £T *7A/I io 

Ub- 09-516-704-18 


Sequence 


18, Appl 


46 


60 


96 , 


. 8 


16 


2 


US -09-516-704*194 


Sequence 


194 , App 


4 7 


60 


96 . 


. 8 


16 


2 


TTO OA CIS* ~7 r\ A A A 

US- 09 -516 -704 -232 


Sequence 


232, App 


48 


60 


96 , 


. 8 


16 


2 


no n a p ji o a n no 

US- 09- 54 9-090-18 


Sequence 


18 , Appl 


49 


60 


96 


. 8 


16 


2 


itp /-> o c a o o n n o a 

US- 09- 54 9-090-194 


Sequence 


194, App 


50 


60 


96 . 


. 8 


16 


2 


tto o a p jt ft o a n AAA 

US- 09- 54 9-090-220 


Sequence 


22 0, App 


51 


60 


96 . 


, 8 


16 


2 


Up AO O "> A A J\ 1 O 

US -09-832-23 OA - 1 8 


Sequence 


1 8 , App 1 


52 


60 


96 . 


, 8 


16 


2 


TTO A r\ AAA A •> A IV -i f-\ a 

US- 09- 832 -23 OA- 194 


Sequence 


194, App 


53 


60 


96 . 


, 8 


16 


2 


Hp AO ft ft ft A "5 A A *1 O *t 

US- 09- 832 -23 OA- 232 


Sequence 


232, App 


54 


60 


96 , 


. 8 


19 


2 


TTO AQ A ft O AOQT5 1 A "5 A 

US -09-428-082B-1032 


Sequence 


1032 , Ap 


55 


60 


96 . 


. 8 


19 


2 


TTQ AQ /IAO ftflin 1 A "1 "1 

US- 09-428-082B-1033 


Sequence 


1033 , Ap 


56 


60 


96 . 


. 8 


20 


2 


TTO AQ JlO A O Q T* "i/TO 

US -09-428-082B-368 


Sequence 


368, App 


57 


60 


96. 


,8 


28 


2 


Hp AQ /IAO rtftln "*J/I1 

US -09-428-082B-341 


Sequence 


ft A 1 A T"S T"\ 

341, App 


58 


60 


96. 


.8 


29 


2 


TTO AO /IAO AO*»T> "1 /♦ Q 

US -09-428-082B-342 


Sequence 


34 2 , App 


59 


60 


96, 


,8 


30 


2 


up n n /iao n n i n ft a ft 

US -09-428-082B-343 


Sequence 


343 , App 


60 


60 


96.8 


31 


2 


TTO Oft vl A A o A A n i i 

US -09-428-082B-344 


Sequence 


344, App 


61 


60 


96, 


.8 


32 


2 


HP AA /IAO noin *j jl r 

US- 09-4 2 8 -082B-34 5 


Sequence 


34 5, App 


62 


60 


96.8 


32 


2 


US- 09-428 -082B-3 53 


Sequence 


353, App 


63 


60 


96. 


.8 


32 


2 


MP ft ft A ft ft ft ft ft /ft 1 A 

US -09-422-838C-10 


Sequence 


10, Appl 


64 


60 


96, 


.8 


32 


2 


Ifp ft ft A A A O ft O /ft AA 

US- 09-422 -838C-22 


Sequence 


22, Appl 


65 


60 


96, 


, 8 


32 


2 


Tip AQ /1AQ 0">0/^ A *» 

US- 09-422 -838C-23 


Sequence 


23 , Appl 


66 


60 


96, 


.8 


33 


2 


TTO OA .AAA A A A TH "hi/* 

US- 09-428 -082B-346 


Sequence 


34 6, App 


67 


60 


96, 


, 8 


34 


2 


US -09-428-082B-347 


Sequence 


34 7, App 


68 


60 


96. 


.8 


34 


2 


TTO A A A A A A O ^ A C 

US -09-422-838C-25 


Sequence 


25, Appl 


69 


60 


96, 


, 8 


35 


2 


TTO Oft il A A A AOT5 A vl A 

US -09-428-082B-348 


Sequence 


34 8, App 


70 


60 


96, 


.8 


36 


2 


tto on a a Anon ^ 

US- 09-428 -082B-3 


Sequence 


3 , App 1 i 


71 


60 


96, 


,8 


36 


2 


tto on /i a a nooT^ a 

US -09-428-082B-4 


Sequence 


4, Appli 


72 


60 


96, 


.8 


36 


2 


US-09-428-082B-14 


Sequence 


14 , Appl 


73 


60 


96, 


.8 


36 


2 


US- 09-428 -082B-349 


Sequence 


34 9, App 


74 


60 


96. 


.8 


36 


2 


US- 09-42 8-082B-3 54 


Sequence 


354, App 


75 


60 


96 . 


.8 


36 


2 


US- 09-42 8-082B-355 


Sequence 


355, App 


76 


60 


96, 


.8 


36 


2 


lie? ft ft a ft o ft. o ft ft e ^ 

US- 09-428-082B-356 


Sequence 


356, App 


77 


60 


96. 


.8 


36 


2 


TTO A n vl a O a n on F? A 

US- 09-428-082B-357 


Sequence 


357, App 


78 


60 


96, 


.8 


36 


2 


US -09-428-082B-359 


Sequence 


359, App 


79 


60 


96 . 


. 8 


36 


2 


TTO OO vl A A A AAA a a 

US-09-42 8-082B-362 


Sequence 


362, App 


80 


■ 60 


96. 


.8 


36 


2 


tto on a n n a a o **i i»" a 

US-09-42 8-082B-363 


Sequence 


363, App 


81 


60 


96 


.8 


36 


2 


US- 09-42 8-082B- 1128 


Sequence 


1128, Ap 


82 


60 


96, 


. 8 


36 


2 


tto on vi a o n o a ta ^ ^ a a 

US- 09-428-082B-1129 


Sequence 


112 9, Ap 


83 


60 


96, 


. 8 


36 


2 


TTO AQ /IAO AOOT3 1 1 "1 A 

US- 09 -42 8 -0o2B-1130 


Sequence 


1130, Ap 


84 


60 


96, 


.8 


36 


2 


TTO AQ /IAO ft O ft 1 1 *i 1 

Ub- 09 -4 2 B-0o2B-1131 


Sequence 


1131, Ap 


85 


60 


96, 


,8 


36 


2 


ITC AQ /IAO AOAT3 111A 

US- 09 -42 8 -082B-1132 


Sequence 


1132, Ap 


86 


60 


96. 


.8 


36 


2 


TTO AQ A ft ti AOAT5 11*1*1 

US- 09 -4 28- 082 B- 1133 


Sequence 


1133 , Ap 


87 


60 


96, 


,8 


36 


2 


ITO AA A ft ft O *1 O 1 1 

US- 09 - 42 2 -838C-11 


Sequence 


11, Appl 


88 


60 


96. 


,8 


36 


2 


ITC AQ /11A Ol OP i ft 

Ub -09-422-838C-12 


Sequence 


12 , Appl 


89 


60 


96. 


,8 


36 


2 


ITO OO JlOO O^Q O* 1 a 

US -09-422-838C-14 


Sequence 


14 , Appl 


90 


60 


96, 


,8 


3 6 


2 


ito on jioo mo /^i i 

US -09-422-838C-15 


Sequence 


15, Appl 


91 


60 


96. 


,8 


36 


2 


ITO OO i«0 0 A^O ^ 1 //-" 

US -09-422-838C-16 


Sequence 


16, Appl 


92 


60 


96. 


,8 


36 


2 


US-09-422-838C-17 


Sequence 


17, Appl 


93 


60 


96. 


.8 


36 


2 


ITO on jIOO o^n /-> -i r> 

US - 09-422-838C-18 


Sequence 


18 , Appl 


94 


60 


96. 


,8 


36 


2 


ITO OA j| A A AAA O* T A 

US -09-422-838C-19 


Sequence 


19, Appl 


95 


60 


96. 


,8 


36 


2 


ftO A A A A A AAA /A A A 

US- 09 -422- 83 8C- 20 


Sequence 


20, Appl 


96 


60 


96. 


8 


36 


2 


US- 09-422- 83 8C- 21 


Sequence 


21, Appl 




60 


96. 


.8 


36 


2 








98 


60 


96. 


.8 


36 


2 


US-09-422-838C-26 


Sequence 


26, Appl 


99 


60 


96. 


8 


36 


2 


US-09-422-838C-27 


Sequence 


27, Appl 


100 


60 


96. 


8 


36 


2 


US-09-422-838C-28 


Sequence 


28, Appl 
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i n i 
101 


C fi 

o u 


oc 
?b 


. 8 


36 


2 


US- 


-09- 


-422 




Sequence 


30, Appl 


102 


cn 
ou 


oc 
y 0 


. 8 


36 


2 


US- 


-09- 


-422 


- 838C- 3 1 


Sequence 


31, Appl 


mi 


60 


Q C 
y O 


o 

. o 


1 c 

JO 


z 


us • 


- 09 - 


-422 


QlOp TO 


Sequence 


32, Appl 


1U4 


60 


96 


Q 

. o 


1 C 
30 


2 


fie 

Uo - 


-09- 


-422 


Q "5 QC - 11 
- O J OL J J 


Sequence 


33, Appl 


1U3 


60 


QC 
7 0 


Q 

. o 


1 "7 
J 1 


a 
z 


no 


- 09 - 


-428 


rtQOD OCA 

- \)o ZD - 33U 


Sequence 


350, App 


lUb 


cn 
o u 


QC 

y b 


Q 

. o 


1 1 
J / 


z 


US - 


-09- 


-428 


noon icq 


Sequence 


358, App 


1U / 


cn 
o u 


QC 


a 

. o 


1 "7 
J / 


z 


Uo- 


-09- 


•428 


-UOZD- JOU 


Sequence 


360, App 


108 


c n 


Q C 

y b 


Q 

. o 


i n 
3 / 


2 


US- 


- 09 - 


-428 


-U82B- 3bl 


Sequence 


361, App 


109 


cn 
ou 


QC 


Q 

. o 


1 Q 
3 O 


z 


t TO 

Uo- 


- 09 - 


-4 28 


- Uo Z&- Jbl 


Sequence 


351, App 


11U 


cn 
ou 


QC 


Q 

. a 


4 1 


z 


TTO 

Uo - 


- 09 - 


-4 28 


n Q O T3 11 1 


Sequence 


337, App 


111 


Cfk 

ou 


QC 

y b 


. 8 


4 1 


2 


US- 


-09- 


-428 


- 082B- 330 


Sequence 


338, App 


1 12 


cn 
o u 


QC 

?b 


Q 


A 1 
4 1 


z 


TTO 


n q 

- uy - 


-4 22 


-OJot-J4 


Sequence 


34, Appl 


Hi 


cn 
ou 


QC 

?b 


a 

. o 


A A 
4 Z 


z 


TTO 

Uo- 


-09- 


-428 


- [jozd- 3dz 


Sequence 


352, App 


114 


cn 
OU 


QC 

y b 


Q 

. o 


A A 
4 Z 


A 

2 


US- 


- 09 - 


-428 


-082B- j /o 


Sequence 


376, App 


1 1 C 
lib 


cn 
o u 


QC 

y b 


. O 


A A 
4 Z 


A 

z 


TTO 

Uo- 


n q 

- uy - 


-422 


- 838C- 4 1 


Sequence 


4 1 , App 1 


1 "1 C 

1 lb 


c n 
ou 


Q c 
y b 


. 8 


57 


2 


US- 


- 09 - 


-42 8 


- [jozd- Job 


Sequence 


3 85, App 


117 


cn 
ou 


96 


. 8 


24 7 


2 


US - 


- 09 - 


-428 


- 082B- 6 


Sequence 


6, Appli 


1 1 Q 
lib 


cn 
o u 


QC 

y o 


a 

. O 


24 / 


z 


TTO 

Uo - 


- 09 - 


-428 


-XJOZD- XZ 


Sequence 


12, Appl 


119 


cn 
o u 


QC 

y o 


Q 

. o 


oca 
zoo 


a 
z 


no 
Uo- 


- 09 - 


-428 


r\ 0 0 n 0 
- {JOZD- O 


Sequence 


8 , Appl i 


120 


60 


96 


. 8 


269 


2 


US- 


-09- 


-428 


-082B- 10 


Sequence 


10, Appl 


12 1 


60 


96 


. 8 


269 


2 


US- 


-09- 


•422 


- 838C-46 


Sequence 


46, Appl 


122 


C 1 

b / 


91 


. 9 


14 


2 


US- 


- 09 - 


•4 28 


- 082B- 24 


Sequence 


24 , Appl 


123 


C "7 

b / 


91 


. 9 


14 


2 


US- 


-09- 


•428 


- 082B- 25 


Sequence 


25, Appl 


124 


b / 


Q 1 

y l 


a 

. y 


"I A 

14 


0 
z 


TTO 

Uo- 


-09- 


•428 


- 082B- 27 


Sequence 


27, Appl 


125 


57 


91 


. 9 


15 


1 


US- 


•08- 


•764 


-640-19 


Sequence 


19, Appl 


126 


57 


91 


. 9 


15 


1 


US- 


-08- 


•764 


- 640 - 2 14 


Sequence 


2 14 , App 


127 


57 


91 


. 9 


15 


1 


US- 


- 08 - 


•764 


-640-216 


Sequence 


216, App 


128 


57 


91 


. 9 


15 


1 


US - 


• 08 - 


•764 


-640-217 


Sequence 


217, App 


12 9 


57 


91 


. y 


15 


2 


us - 


• 09 - 


•244 


- 2 98A- 19 


Sequence 


19, Appl 


i aa 
1 J u 


57 


9 1 


. y 


15 


2 


US - 


• 09 - 


•244 


O O O 7\ O 1 A 

- 2 98A- 2 14 


Sequence 


214, App 


13 1 


57 


91 


. 9 


15 


2 


US- 


■ 09 - 


244 


- 2 98A- 216 


Sequence 


216, App 


132 


57 


91 


. 9 


15 


2 


US- 


•09* 


244 


-298A-217 


Sequence 217, App 


133 


57 


9 1 


. 9 


15 


2 


US- 


- 09 - 


• 516 


-704-19 


Sequence 


19, Appl 


134 


57 


9 1 


. 9 


15 


2 


US - 


09- 


516 


- 704 - 2 14 


Sequence 214, App 


13b 


57 


Q 1 

y i 


. y 


15 


2 


US- 


•09- 


516 


-704 - 2 16 


Sequence 


216, App 


loo 


57 


91 


. 9 


15 


2 


US - 


•09- 


•516 


"7 f\ A O 1 1 

-704 - 2 17 


Sequence 


217, App 


13 / 


57 


Q 1 

y i 


. y 


15 


2 


us - 


• 09 - 


832 


- 2 3 OA- 19 


Sequence 


19, Appl 


1 on 

1 Jo 


c n 

b / 


Q 1 

y i . 


Q 

. y 


lb 


2 


US- 


09 - 


832 


O O A 7\ Ol il 

- 2 3 OA- 2 14 


Sequence 


2 14 , App 


i in 

u y 


C 1 

b / 


91. 


.9 


15 


2 


us - 


09 - 


832 


0 0 a a n f 
- 230A- 216 


Sequence 


216, App 


14 U 


c "7 
b / 


91, 


.9 


15 


2 


US- 


• 09 - 


832 


O 1 A 7\ Oil 

-230A- 217 


Sequence 


217, App 


14 1 


cc 
bo 


90, 


,3 


1 A 

14 


l 


TTO 

Uo- 


08 - 


764 


-640-195 


Sequence 


195, App 


1 /I O 

142 


c c 
bo 


90.3 


1 A 

14 


1 


US- 


08 - 


764 


- 64 u - iyy 


Sequence 


199, App 


14 J 


cc 
bb 


90, 


.3 


1 A 

14 




US- 


08 - 


973 


-225-195 


Sequence 


195, App 


144 


56 


90, 


.3 


14 


2 


US- 


08 - 


973 


OOC 1 A A 

-225- 199 


Sequence 


199, App 


14 5 


bb 


90. 


.3 


14 


2 


US- 


09- 


244 


O A O 71 1 OC 

-298A- 195 


Sequence 


195, App 


1 /l c 
14 6 


c c 
bb 


90, 


,3 


14 


2 


US- 


09 - 


244 


O ft ft TV 1 Aft 

-2y8A-19y 


Sequence 


199, App 


14 7 


56 


90. 


.3 


14 


2 


US- 


09- 


516 


-704-195 


Sequence 


195, App 


14 8 


56 


90. 


,3 


14 


2 


US- 


09- 


516 


*7 f\ a 1 nn 

- 704 - 199 


Sequence 


199, App 


14 9 


56 


90. 


.3 


14 


2 


US- 


09- 


54 9 


AAA 1 A C 

-090- 195 


Sequence 


195, App 


150 


56 


90. 


.3 


14 


2 


US- 


09- 


54 9 


AAA 1 A A 

-0 90-199 


Sequence 


199, App 


151 


56 


90. 


.3 


14 


2 


US- 


09- 


832 


O ^ f\ ^ffc 1 ftr 

-230A- 195 


Sequence 


195, App 


152 


56 


90. 


.3 


14 


2 


US - 


09- 


832 


**i *■> ft 7\ 1 ft ft 

-230A- 199 


Sequence 


199, App 


153 


56 


90. 


3 


15 


1 


US - 


08 - 


764 


-640- 196 


Sequence 


196, App 


T CA 
134 


56 


90. 


3 


15 


1 


US- 


08 - 


764 


C A A AAA 

-640- 200 


Sequence 


200, App 


13 3 


c c 
bo 


90. 


3 


15 


1 


us - 


08 - 


764 • 


C A ft O A O 

-64 0 - 2 09 


Sequence 


209, App 


T. CC 

lb& 


56 


90. 


3 


15 


1 


us - 


08 - 


764 


-640-215 


Sequence 


215, App 


157 


c c 
bo 


90. 


3 


15 


2 


us - 


08 - 


973 


-225-196 


Sequence 


196, App 


158 


56 


90. 


3 


15 


2 


us - 


08 - 


973 


OOC AAA 

-225-200 


Sequence 


200, App 


159 


56 


90. 


3 


15 


2 


us - 


09- 


244 • 


ft ft ft 7\ 1 ft 

-2 98A- 196 


Sequence 


196, App 


lO u 


56 


90. 


3 


15. 


2 


us - 


09- 


244 • 


OQQH AAA 

- 2 98A- 200 


Sequence 


200, App 


lO 1 


56 


90. 


3 


15 


2 


us - 


09- 


244 ■ 


O Q O 7\ AAA 

- 298A- 209 


Sequence 


209, App 


1 £ *> 
loZ 


56 


90. 


3 


15 


2 


us - 


09- 


244 • 


A A A 7\ A T C 

- 298A- 2 15 


Sequence 


215, App 


loo 


56 


90. 


3 


15 


2 


us - 


09- 


516 • 


- 704 - 196 


Sequence 


196, App 


1 CLA 


56 


90. 


3 


1 5 


2 


us - 


09- 


516 ■ 


O A A AAA 

- / 04 - 2 00 


Sequence 


200, App 


ICC 

lb d 


56 


90. 


3 


1 5 


2 


us - 


09 - 


516 • 


TAX A A Q 

- /04 - 2 09 


Sequence 


209, App 


i cc 
loo 


c c 

30 


90. 


3 


1 c 
1 b 


0 
z 


us - 


09- 


C 1 c 

b lo • 


-704 -215 


Sequence 


215, App 


T C7 

lo / 


C C 

bb 


90. 


3 


lb 


2 


us - 


n q 
uy - 


54 9 • 


n Q ft T Q c 

- 090 - 196 


Sequence 


196, App 


ICQ 

loo 


cc 
bo 


90. 


3 


15 




us - 


09- 


54 9 • 


A O A AAA 

-090-200 


Sequence 


200, App 


ICQ 

169 


56 


90. 


3 


15 


2 


us - 


09- 


832 • 


A O A 71 1 A C 

- Z J OA- 196 


Sequence 


196, App 


170 


56 


90. 


3 


15 


2 


us - 


09- 


832 - 


A O A 74 AAA 

-230A-200 


Sequence 


200, App 


171 


56 


90. 


3 


15 


2 


us - 


09- 


832 - 


ft ^ ft -j\ ft ft ft 

-230A-209 


Sequence 


209, App 


"1 *7A 
1 1 Z 


56 


90. 


3 


15 


2 


us - 


09- 


832 - 


A O A 74 Alt 

-230A-215 


Sequence 


215, App 


1 /3 


bo 


90. 


3 


1 b 


1 


us - 


08 - 


764 - 


-64 0-210 


Sequence 


210, App 


174 


56 


90. 


3 


16 


2 


us - 


09- 


244 • 


ft ft ft 1% ft t ft 

- 298A- 210 


Sequence 


210, App 


1 "7 C 
1 / b 


cc 
bb 


90. 


3 


16 


2 


us - 


09 - 


516 - 


•704 - 2 10 


Sequence 


210, App 


176 


c c 
bb 


90. 


3 


16 


2 


us - 


09- 


832 - 


ft ft ft 7\ ft T ft 

• 230A-2 10 


Sequence 


210, App 


1/1 


C/l 

b4 


87. 


1 


lb 


1 
1 


us - 


08- 


764 • 


- 640 - 205 


Sequence 


205, App 


178 


54 


87. 


1 


15 


1 


us - 


08- 


764 - 


-640 - 2 11 


Sequence 


211, App 


179 


54 


87. 


1 


15 


1 


us- 


08- 


764- 


•640-212 


Sequence 


212, App 


180 


54 


87. 


1 


15 


2 


us- 


09- 


244- 


-298A-205 


Sequence 


205, App 


181 


54 


87. 


1 


15 


2 


us- 


09- 


244- 


-298A-211 


Sequence 


211, App 
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182 


54 


87 . 


1 


1 5 


2 


TTG-AQ-OAA - OQflli-OI O 
Uo U;7 Z^i*i Oi-i - Z 1 Z 


octjUcuCc 


Ol o 
ZXZ, 


App 


183 


54 


87 . 


1 


15 


2 


ITO AO - CI C - OftA - OAC 


SGC^usncG 


one 

Z U D , 


App 


184 


54 


QO 

O ' • 


X 


1 c 

1 D 


z 


ITO-AQ-C1 <?-7fi4-01 1 
Uo U 27 3iO /Uf« Zll 


OCLJUCllLC 


211 


App 


185 


54 


Q *7 

o / . 


1 


1 b 


o 

Z 


ITC-AQ-C1 £-OAA-01 0 
Uo U " DIO /Uft ZXZ 


octjuencs 


2 12 


App 


186 


54 


87 . 


1 


lb 


2 


uo - u y - o j z - z j uh -^ud 


Sequence 


O AC 
Z UD , 


App 


187 


54 


Q O 

o I . 


1 


i c 

ID 


o 
z 


TIC_AQ_ft0O_O0AA_O1 1 


oc(jucncc 


Til 

Z X X , 


App 


188 


54 


87 . 


1 


1 C 

1 b 


z 


Ub'U7 OJ<s- Z 3 UA Z 1Z 


Sequence 


O 1 o 
Z 1Z , 


App 


189 


3* 


Q O 

o f ■ 


± 


1 c 
lb 


1 


TTC-Aft-OCA-C/IA-OAC 


ocqucncc 


one 
z uo , 


App 


190 


C A 

b4 


Q O 

o / . 


1 


1 c 
lb 


o 
Z 


Uo "U? ■£? OA _ Z U O 


ocqucuCc 


o ft<; 
z uo , 


App 


191 


CA 


Q O 
O / . 


1 


i c 


Z 


TTC_AQ_C1 C-OAA-OAC 
Uo U3 jlo- /U4*iUO 


Com ionr*o 

ocqucuce 


O ft c 

z u o , 


App 


192 


54 


O / . 


1 


1 c 


Z 


uouyo.sz-z.3 U A - z u o 


ocqucnc,c 


O AC 

zuo , 


App 


193 


b-3 


Q C 




1 O 
13 


1 


TIC-Afl-OCA .CJfl.l Q"7 


Sequence 


1 Q"7 

X2? / , 


App 


194 


C "2 


Q C 


b 


1 o 
1 J 


z 


HO AO. QOO TOC 1Q7 

uo-uo-y/j-zzb-iy / 


Sequence 


1 Q"7 
iy ' t 


App 


195 


53 


85 . 


5 


13 


2 


TTO HQ O/l/l OQQA 1 QO 

uo-uy-244 - z ?oa- iy / 


occjuence 


1 Q*7 

iy ' / 


App 


196 


53 


85 . 


5 


J. J 


z 


ITO HQ CI C OAA 1Q7 

Uouybio- f U4 ~ iy / 


ocCJUcflCc 


1 Q"7 

iy ' / 


App 


197 


53 


85 . 


5 


1 O 


2 


ITO ftQ CA Q AQA 1Q7 

Uo -uy-b4y-uyu-iy / 


Sequence 


1 Q"7 

iy ' t 


A PP 


1 98 


53 


85 . 


5 


13 


2 


Uo-uj*oJZ-£j uh iy / 


Sequence 


1 Q"7 

iy ' t 


App 


199 


52 


03 . 


9 


i ~> 


1 


ITO no OC/1 Cd ft OA1 
Uo UO /t}4 "D4U -zui 


Sequence 


OAT 
Z U X , 


A PP 


200 


52 


Q "5 
O 3 . 


9 


1 "3 


o 
z 


ITO Aft QOO OOC OA1 

Uo-uo-y / j- zzb-zui 


Sequence 


OAT 
Z U X , 


A PP 


201 


52 


83 . 


9 


1 O 

13 


o 


uo - uy - z44 - zy ha- zui 


Sequence 


O A 1 


App 


202 


52 


83 . 


9 


13 


2 


ito no cic *7Ay< om 
Uo - Uy - bio - 7U4 - zU 1 


Sequence 


O A 1 
ZUI, 


App 


203 


52 


Q "3 


Q 

y 


1 "3 

1 J 


z 


ito no cdQ non om 
uo -uy-b4y-uyu-zui 


oequence 


*> A 1 
Z U X , 


App 


204 


52 


83 . 


9 


13 


2 


Uo -Uy-OjZ-ZJ OA - Z U 1 


Sequence 


O A 1 
ZUI, 


App 


205 


52 


83 . 


9 


14 


1 


Uo-Uo- /o4-o4U-zUZ 


Sequence 


O AO 
ZUZ , 


App 


206 


52 


83 . 


9 


14 


2 


TTO ftQ QT1 toc om 

Uo-Uo- y / J- zZb-zUZ 


Sequence 


O AO 
ZUZ, 


App 


207 


52 


83 . 


9 


14 


2 


TTO AO O A A OQOA O ft O 

Uo-uy-z44 -2y 8A- ZUz 


Sequence 


O AO 
ZUZ, 


A PP 


2 08 


52 


83 . 


. 9 


1 A 

14 


z 


TTO ftQ CI C *7ftA OftO 

uo-uy-bio- /U4-ZUZ 


Sequence 


O AO 
ZUZ, 


App 


209 


52 


83 . 


. 9 


14 


2 


TTO ftQ C A Q ftOft OftO 

uo-uy*b4y-uyu-zuz 


Sequence 


O AO 
ZUZ , 


App 


210 


52 


83 . 


. 9 


14 


z 


TTO ftQ QT5 TJrtJ OftO 

Uo-uy-ojz-zj u a -zuz 


Sequence 


OAO 
ZUZ , 


App 


211 


52 


83 . 


• 9 


1 5 


1 


TTO ftQ ~ICA a A A 01 Q 

Uo-Uo- /o4-b4U-Zlo 


Sequence 


Ol Q 
Z X o , 


App 


212 


52 


83 . 


. 9 


15 


1 


TTO ftQ 7C/I CAfS TOO 

Uo-Uo- /o4-b4U-zZz 


Sequence 


ooo 
zzz , 


App 


213 


52 


Q "3 

. 


y 


1 c 
1 b 


z 


TTO ftQ OAjI OQOa 0 1 Q 

uo-uy-z44 -zyoA-zio 


oequence 


z xo , 


App 


214 


52 


O *3 


■ y 


lb 


z 


ITO ftQ 7 A A 0Q05 00*> 
UO"U7-i44 -Z ?OA- Z ZZ 


oequence 


000 
zzz , 


App 


215 


52 


83 . 


. 9 


15 


2 


TTO ftQ CI C Tftyl 11Q 

Uo-Uy-blo- /U4-zlo 


Sequence 


O 1 Q 

z xo , 


App 


2 16 


c o 
34 


Q "3 


, y 


1 c 

lb 


z 


ITO ftQ C1 £ TftA OOO 

Uo-uy-bio- /u^-zzz 


oequence 


000 
zzz , 


App 


217 


C O 

oZ 


Q "3 
OJ . 


Q 

. y 


lb 


z 


TTO ftQ Q"30 OTftA 0 1 Q 

Uo -uy-ojz-zj ua- z 10 


oequence 


01ft 
Z X o , 


App 


2 18 


52 


83 , 


. 9 


15 


2 


ITO ftQ Q30 0"3ftR OOO 

Uo-uy-ojz-zj ua-z z z 


Sequence 


ooo 
zzz, 


App 


219 


51 


82 


. 3 


14 


1 


TTO ftQ C/lft 1 QO 

Uo-Uo- /o4-o4U-iyo 


Sequence 


1 Qft 

xy o , 


App 


220 


5 1 


Q O 

oz , 


. 3 


14 


z 


TTO ftQ QT5 TOC 1 do 

Uo -uo-y /j-zzb-iyo 


oequence 


1 Qft 
X 70 , 


App 


221 


51 


82 , 


, 3 


14 


2 


TTO ftQ O/l/* OQQA 1QQ 

Uo- uy - z44 - zy oA- iy o 


Sequence 


1 QQ 

xyo , 


App 


222 


51 


82 


. 3 


14 


2 


TTO ftQ CI C 1 f\A 1 QO 

Uo -uy-bio- /U4-iyo 


Sequence 


1 Qft 

x^o, 


App 


223 


51 


82 


. 3 


14 


2 


TTO ftO C A Q ft Q ft ICO 

Uo - u y - b4 y-uyu-iyo 


Sequence 


1 QQ 

xyo, 


App 


224 


51 


82 


. 3 


14 


2 


TTO ftQ Q"30 O^fta TQQ 

Uo-uy-ojz - z 6 ua- iy 0 


Sequence 


1 Qft 

xyo, 


App 


225 


49 


79 


. 0 


12 


1 


TTO ftQ 1CA C A A O ft *3 

Uo-Uo- /o4 - o4 U -2U j 


Sequence 


OAO 
ZU3 , 


App 


226 


4 9 


7 9 . 


. 0 


12 


2 


TTO ftQ CkTi OOC Oft"3 

Uo - Uo _ y /j-zzb-zuj 


Sequence 


ZU J , 


App 


227 


4 9 


79 


. 0 


12 


2 


TTO ftQ O A A OQQA Oft^ 

Uo-Uy-z4 4 -zyoA-ZU 6 


Sequence 


OAO 
ZU 3 , 


App 


228 


4 9 


79 


. 0 


12 


2 


TTO ftQ CI C *7ft/l O ft 1 

Uo-Uy-blo- /U4-ZUj 


Sequence 


O ft "3 
ZU 3 , 


App 


229 


4 9 


79 


. 0 


12 


2 


TTO ftQ CA Q ft Q ft 1 ft "5 

Uo-uy-b4y-uyu-2Uj 


Sequence 


O A "3 
ZU3 , 


App 


230 


4 9 


79 


. 0 


12 


2 


TTO ftQ QT) O *3 ft A "3ft"3 
Uo-Uy-OJZ-ZJ UA - Z\J 3 


Sequence 


OAO 
ZU 3 , 


App 


231 


4 9 


79 


. 0 


15 


1 


tto r\ o i £ a £ a r\ o r\ 
Uo-Uo- /o4-b4U-2U 


Sequence 


2 0 , 


Appl 


232 


4 9 


79 


. 0 


1 5 


1 


TTO ftQ 1CA CA A 11 Q 

Uo-Uo- /o4-o4U-Ziy 


Sequence 


O 1 Q 

z x y , 


App 


233 


4 9 


79 


. 0 


15 


2 


Uo -09-244- 2 y oA- zO 


Sequence 


2 0 , 


Appl 


234 


4 9 


79 


. 0 


15 


2 


TTO ftQ 7 A A OQQA O 1 Q 

uo-uy-Z44-z y oA- z iy 


Sequence 


O 1 Q 

z x y , 


App 


235 


49 


79 


. 0 


15 


2 


TTO r»o C 1 el ~l f\ A Oft 

Uo-Oy- bio -704 -20 


Sequence 


O A 

z U , 


Appl 


236 


4 9 


79 


. 0 


15 


2 


TTO ftQ CI C "7 ft A 0 1 Q 

Uo -Uy-blo-704-ziy 


Sequence 


O 1 Q 

z xy , 


App 


237 


4 9 


79 


. 0 


15 


2 


TTO ftQ Q "3 O *5*3ftA Oft 

Uo- Uy- o Jz -2 J OA- 20 


Sequence 


O A 

z u , 


Appl 


238 


4 9 


79 


. 0 


15 


2 


TTO ftQ Oil *3"3ftA OIQ 

Uo- Oy - o3 2 - 2 j OA- 2 iy 


Sequence 


O 1 Q 

z xy , 


App 


239 


4 8 


77 


. 4 


14 


1 


TTO ftQ "1CA CAf\ OOC 
UO-UO - /04-04U-ZZO 


Sequence 


OOC 

z z o , 


App 


240 


4 8 


77 


. 4 


14 


z 


ITO ftQ A A OQQA TOC 

Uo -uy-z44 -zy ba- zz d 


Sequence 


OOC 
Z ZO , 


App 


24 1 


4 8 


/ / 


. 4 


1 A 
14 


z 


TTO ft Q _ C 1 C _ 1 ft A - O O d 

uo-uy-bio- /u^-zzo 


oequence 


226 


App 


242 


4 8 


77 


. 4 


14 


2 


TTO ftQ Q "3 ""> O^ftA O O <T 

Uo- Oy - o J 2 - 2 J OA- 22b 


Sequence 


OOC 

ZZb , 


App 


243 


4 8 


77 


. 4 


15 


1 


TTO AO O^VI ^ A ft Til 

Uo - 0o-7o4-b40-2 1 J 


Sequence 


2 13 , 


App 


244 


4 8 


77 


. 4 


15 


1 


TTO ftQ 1 C. A C A ft m 

Uo -Uo~ /o4-b4U-2Z / 


Sequence 


ooo 

ZZ 1 , 


App 


O /! C 

24b 


A Q 

4o 


o o 


. 4 


15 


2 


TTO ftQ lid O Q Q A Til 
Uo ■" U2> "24 4 - Z y OA Z 1 J 


Sequence 


O 1 o 

Z X 3 , 


App 


246 


4 8 


11 


. 4 


15 


2 


TTO ftQ O yl yl OQQA O O "7 

Uo -Uy-244-2y o A -22/ 


Sequence 


ooo 

ZZ I , 


App 


247 


4 8 


11 


. 4 


15 


2 


TTO ftQ CI C Oftyt O 1 "3 

Uo-uy-bib- /U4-21J 


Sequence 


O 1 o 
Z lo , 


A PP 


248 


4 8 


11 


. 4 


1 c 
lb 


z 


TTO ftQ CI C.Tfli 00*7 

Uo uy-bio- f \j*±— z z / 


oequence 


227 


A PP 


249 


4 8 


11 


. 4 


15 


z 


TTO ftQ QIO O^ftA on 
Uo Uy ojZ Z J UA — Z X3 


oequence 


010 
Z X O , 


App 


250 


A Q 


OO 


. 4 


lb 


z 


TTO ftQ QT3-0'5flA.'3 07 
Uo — U J - O J Z Zj ua- ZZ / 


oequence 


227 


App 


251 


4 7 


75 


. 8 


13 


1 


TTO ftQ 1CA C A ft Oft/t 

Uo-Uo- /b4-b4U-204 


Sequence 


O A/I 
ZU4 , 


App 


252 


4 7 


75 


. 8 


13 • 


2 


TTO ftQ QTJ OOC O ft A 

Uo-0o-y7 J-22D-204 


Sequence 


O A/J 
ZU4 , 


App 


253 


47 


75 


. 8 


13 


2 


TTO AO 0>l>» OOOA OA>l 

US-0 9-244-298A-204 


Sequence 


204 , 


App 


254 


47 


75 


. 8 


13 


2 


TTO AO OAil OA>l 

US -09 -bib -704 -2 04 


Sequence 


204 , 


App 


255 


4 7 


75 


. 8 


13 


2 


TTO AQ C A Q ftOft O ft yl 

Uo- oy - b4 y-oyo-204 


Sequence 


OA/1 
ZU4 , 


App 


256 


4 7 


75 


. 8 


13 


2 


TTO ftQ QT) O *3 ft A Oft/* 

Uo - 0 y - o J 2 - 2 J OA- 204 


Sequence 


OA/1 
ZU4 , 


A PP 


257 


4 7 


75 


. 8 


19 


1 


TTO AO O^it A 

US-0o-7b4 -b40-47 


Sequence 


4 7 , 


Appl 


258 


4 7 


75 


. 8 


iy 


1 


TTO ftQ H C A C A ft /J Q 

Uo-Uo- Zb4-b4U-4y 


oequence 


A Q 

* y / 


Appl 


259 


4 7 


75 


. 8 


19 




UQ- OS -764 -640- 187 


Sequence 


187 , 


Ann 


260 


47 


75 


.8 


19 


2 


US-08-973-225-47 


Sequence 


47, 


Appl 


261 


47 


75 


.8 


19 


2 


US-08-973-225-49 


Sequence 


49, 


Appl 


262 


47 


75 


.8 


19 


2 


US-08-973-225-187 


Sequence 


187, 


App 
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SCORE Search Results Details for Application 10667096 
and Search Result us-10-667-096-34.rapbm. 

Score Home Pag e Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suggestions 

This page gives you Search Results detail for the Application 10667096 and Search Result us-10-667-096- 

34.rapbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: July 25, 2006, 09:44:43 ; Search time 184 Seconds 

(without alignments) 
37.762 Million cell updates/sec 

Title: US-10-667-096-34 
Perfect score: 62 

Sequence: 1 IEGPTLRQXLAARAX 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 2097797 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA_Main: * 

1: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred: No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 



Result 
No. 


Score 


Query 

Match Length 


DB 


ID 




Description 


1 


62 


100 


0 


36 


5 


US- 


10-933-133A-13 


Sequence 


13, Appl 


2 


62 


100 


0 


36 


5 


US- 


10-933-133A-29 


Sequence 


29, Appl 


3 


61 


98 


4 


14 


5 


us- 


10-918-561-3 


Sequence 


3, Appli 


4 


61 


98 


4 


15 


5 


us- 


10-918-561-4 


Sequence 


4, Appli 


5 


60 


96 


8 


14 


4 


us- 


10-006-593-1 


Sequence 


1, Appli 


6 


60 


96 


8 


14 


4 


us- 


10-304-160-31 


Sequence 


31, Appl 


7 


60 


96 


8 


14 


4 


us- 


10-083-768-13 


Sequence 


13, Appl 


8 


60 


96 


8 


14 


4 


us- 


10-083-768-193 


Sequence 


193, App 


9 


60 


96 


8 


14 


4 


us- 


10-278-364A-5 


Sequence 


5, Appli 


10 


60 


96 


8 


14 


4 


us- 


10-307-724-1 


Sequence 


1 , Appl i 


11 


60 


96 


8 . 


14 


4 


us- 


10-609-217-13 


Sequence 


13, Appl 


12 


60 


96 


8 


14 


4 


us- 


10-609-217-26 


Sequence 


26, Appl 


13 


60 


96 


8 


14 


4 


us- 


10-609-217-28 


Sequence 


28, Appl 


14 


60 


96 


8 


14 


4 


us- 


10-609-217-29 


Sequence 


29, Appl 


15 


60 


96 


8 


14 


4 


us- 


10-609-217-30 


Sequence 


30, Appl 


16 


60 


96 


8 


14 


4 


us- 


10-609-217-31 


Sequence 


31, Appl 


17 


60 


96 


8 


14 


4 


us- 


10-609-217-32 


Sequence 


32, Appl 


18 


60 


96 


8 


14 


4 


us- 


10-632-388-13 


Sequence 


13, Appl 


19 


60 


96 


8 


14 


4 


us- 


10-632-388-26 


Sequence 


26, Appl 


20 


60 


96 


8 


14 


4 


us- 


10-632-388-28 


Sequence 


28, Appl 
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9 1 
Z J. 


60 


96 


Q 


14 


4 


TTC _ 10-fi72-7ftft-9Q 


Sequence 


9 Q 
Z o> , 


Appl 


99 

Z Z 


60 


96 


. 8 


14 


4 


U O J- W U J ^ J) o o vj 


Sequence 


i n 


Appl 


23 


60 


96 


8 


14 


4 


US -10-632-7ftR-71 




3 1 


Appl 


24 


60 


96 


. 8 


14 


4 


IIG-10-fi72-7flR-79 




1 9 
-5 Z , 


Appl 


9^ 
z o 


60 


96 


. 8 


14 


4 


TTG-10-fim -797-11 


S6qU£TlC6 


±-5 , 


Appl 


26 


60 


96 


8 


14 


4- 


IT*? - 1 0 - fi 1 - 7 9 7 - 9 fi 




9 fi 
Z D , 


Appl 


27 


60 


96 


. 8 


14 


4 


11*3 - 1 0 - fi S 1 - 7 9 7 - 9 fl 

O XV U J 1 / Zl _J z_, O 


O a i ■ o fi o 


2 8 


Appl 


28 


60 


96 


. 8 


14 


4 


UG - 1 0 - fiSI - 797-99 


C O c^f 1 lOrtp f~\ 

OcCJUCilCc 


2 9 


Appl 


29 


60 


96 


8 


14 


4 


TIG - 1 0 - fi^l - 797-70 

UO 1U OOX /ZO .5 U 


ocqucnLc 


7n 

jU, 


Appl 


30 


60 


96 


. 8 


14 


4 


f TO _ lO-fiRl -797-71 


C o i a n o 

OCljUC[K.C 


7 1 


Appl 


3 1 


60 


96 


. 8 


14 


4 


ITG-10-fiSI - 797-79 
UO XL/ DDI fZJ J Z 


ocijUcncc 


79 
-5 Z , 


Appl 


32 


60 


96 


. 8 


14 


4 


TIG- 10-fi4^-7fi1-17 

UO XV Ot± J /OX XJ 


C^m iDnr* o 

oeyuence 


1 7 


Appl 


33 


60 


96 


. 8 


14 


4 


IIG-in-fi4R-7fi1 _ 9fi 

UO XU DftJ /OX ZD 


ocvj uciicc 


9fi 
ZD, 


Appl 


34 


60 


96 


8 


14 


4 


TTG-1 n-fi4*i-7fi1 - 9ft 
XU OftO /OX ZD 


O d /~i 1 1 ci a 

oequence 


9 ft 
ZO , 


Appl 


r> c 
J D 


60 


96 


8 


14 


4 


TTG-1 n~fi4^-7fi1 _9Q 


Sequence 


9 a 
z y , 


Appl 


7fi 

J O 


60 


96 


Q 

. o 


14 


A 
ft 


TTC-in-fiAR_7fi1 -1C\ 


Sequence 




Appl 


7 *7 


60 


96 


. o 


1 A 
1 ft 


fl 


UO 1U 013 / O X O X 


Sequence 


1 1 


Appl 


38 


60 


96 


8 


14 


4 


TTQ - 1 n - fi4 ^ _ 7fi 1 _79 
UO 11) D4 J- /Dl-JZ 


Sequence 


7 9 


Appl 


3 9 


60 


96 


8 


14 


4 


nc - in_fififi-fiQfi_i7 


oequence 


1 7 
io , 


Appl 


4 0 


60 


96 


8 


14 


4 


TTO - in-fififi_fiQfi_9fi 
Ud XU OOO DUO ZD 


Sequence 


9fi 
z o , 


Appl 


4 1 


60 


96 


8 


14 


4 


ITG-in-fififi-fiQfi-9ft 
UO XU OOO OIJO ZO 


oequence 


9 ft 
Z O , 


Appl 


4 2 


60 


96 


8 


14 


4 




oequence 


9 Q 

z y , 


Appl 


43 


60 


96 


8 


14 


4 


TTQ-1 n - fiftfi- fiQfi - 7 1 


oequence 


7 1 
j X , 


Appl 


44 


60 


96 


Q 
. O 


14 


A 

ft 


ITQ-1 n-fififi-fiOfi-79 


oequence 


79 
JZ , 


Appl 


ft D 


fin 
o u 


Qfi 


Q 
. O 


J. ft 


fi 


TTC in Ctrl CtAQ 1 "5 


Sequence 


1 "5 


Appl 


d fi 


fin 


96 


.8 


1 A 

Xft 


ft 


TTC-in fi^l OAQ *>fi 
Uo-XU-ODJ-UftO-ZO 


Sequence 


9fi 
ZD , 


Appl 


4 7 
ft / 


fin 

D U 


96 


.8 


1 A 

J. ft 


ft 


TTG_in_fiQ"a n^ft 9ft 

UO-XU-OD-J-UftO-ZO 


Sequence 


9 a 

Z O , 


A PP X 


4 ft 
ft O 


fin 

D U 


96 


.8 


14 


ft 


TTQ_in_fi^7 nAft 9Q 

uo xu-ODj-Ufto-zy 


oequence 


9 Q 
Z J , 


Appl 


4 9 


60 


96.8 


14 


4 


nc-in-fic:7-n4ft-7n 


oequence 


7n 


Appl 


50 


60 


96 


. 8 


14 


4 


nc-in-fi^7-n4ft-7i 


Com i a n a 

oequence 


7 1 


Appl 


51 


60 


96 


. 8 


14 


4 


TIG - in-fic:-3_AAft-79 
Uo XU DOJ-UftO JZ 


oequence 


79 
^Z , 


Appl 


52 


60 


96 . 


. 8 


14 


5 


I7G- 10-777-9QH-1 

UO XU /O / Zj?U X 


OctjUcIltc 




Appli 


53 


60 


96 , 


. 8 


14 


5 


TTG -10-ft77-177A-1 

UO XU JJJ Ijjn —A. 


oequciice 




Appl i 


54 


60 


96 . 


. 8 


14 


5 


ITG -10-Q77-177a-9 

UO XU 3jj Ijjn Z 


oequciicti 


2 < 


Appl i 


55 


60 


96 , 


. 8 


14 


c 


TTG-in-fi4t^_7ft4_1 7 
UO XU DftO~ /Ofi-XJ 


Sequence 


1 7 
lJ , 


Appl 


56 


60 


96 . 


. 8 


14 


5 


ITG-in-fi4^-7ft4-9fi 
UO XU OfiO f 0*t ZO 


a n 1 1 m /~« q 

oequence 


26 


Appl 


57 


60 


96 , 


. 8 


14 




TTG-in-fi4 c ;-7ftd-9ft 

UO XU DfiO /O** ZO 


Oequence 


2 8 


Appl 


58 


60 


96 , 


. 8 


14 


5 


TTQ _in-fi4^-7ftA-9Q 
UO _ XU _ OftO /Oft~Zj? 


oequence 


9 Q 
Z y , 


Appl 


59 


60 


96 . 


. 8 


14 


5 


T7G - in~fi4R-7ft4-71 

UO XU 0f*O /O** jX 


oequence 


3 1 


Appl 


60 


60 


96 . 


, 8 


14 


5 


TTG - in~fi4^-7ft4-79 
UO 1U D4 J /Oft JZ 


Sequence 


32, 


Appl 


61 


60 


96 . 


, 8 


14 


5 


TTG -10-^n7-979-l 
UO XUOU/ZJZX 


oequence 


1, 


Appli 


62 


60 


96 , 


. 8 


14 


g 


TTG -11 - 9«=.4-41Q-17 
UO - XX - ZDft-ftX3 Xj 


oequence 


13, 


Appl 


63 


6 0 


96 . 


, 8 


14 


c 
O 


TTG -11 _9t:jl_yllQ_lCJ7 

uo-xx _ zoft-fixy-xyo 


Sequence 


193, App 


64 


60 


96 . 


. 8 


14 


O 


TTG -11 _nn7_T79a_1A 
UO-XX-UU/ - / / ZA-Xft 


Sequence 


14, 


Appl 


65 


60 


96. 


. 8 


15 


4 


TTQ-in-nnfi-t^Q7_o 

UOXUUUODjj z 


Sequence 


2, 


Appli 


66 


60 


96. 


.8 


15 


4 


TTG - in~nft7-7fift-1 7 
UO XU UOj /OO XI 


oequence 


17, 


Appl 


67 


6 0 


96. 


.8 


1 5 


4 


TTG - in-nft7-7fift-1 ftc; 
UOXUUOj /ooxod 


oequence 


185, App 


68 


60 


96. 


, 8 


15 


4 


TTG- 1 n- 97ft- 7fi4A-fi 
UO- X U Z / O O 


oequence 


6, . 


Appli 


69 


60 


96. 


. 8 


15 


4 


TTG -1 n-707-794-9 
UO XU JU f / Z 1 z 


oequence 


2, . 


Appli 


70 


6 0 


96. 


. 8 


15 


4 


TTG-1 ft-^^^.^Q^.Tn 
UOXUOOOO^OJU 


Sequence 


30, 


Appl 


71 
/ X 


6 0 


96. 


8 


T c 
J.D 


c 
D 


TTC in 7"27 9Qn 9 

uo iu /o / _ zyu-z 


Sequence 


2, . 


Appli 


72 


60 


96. 


8 


15 


c 
D 


TIC-in CAC *7PA "Jfl 
UO 1U D4 J /Ofl-JU 


Sequence 


30, 


Appl 


7 7 


£ n 


96. 


8 


X 3 


D 


TTG 1 T OCA A 1 Q IT 

UO - XX-ZDfl-flXj7-X / 


Sequence 


17, 


Appl 


74 
/ ft 


6 0 


96. 


8 


1 ^ 
X D 


D 


TTC 11 9C/1 41 □ ice 

uo - xx _ zoft-fiXi*~ loo 


Sequence 


185, App 


75 


6 0 


96. 


8 


16 


4 


TTC-in nft7 7CQ 1ft 
UO XU UOJ /OO xo 


Sequence 


18, 


Appl 


76 


60 


96. 


8 


16 


4 


TTG — 1 n - nfl 7 - 7fi ft 1 Q4 
UO XU Uoj /DO 1?4 


Sequence 


194, App 


77 


60 


96. 


8 


16 


4 


TTG-1 n_nft7-7fifl-99n 
UOXUUOJ /DO zzu 


Sequence 


22 0, App 


78 


60 


96. 


8 


16 


g 


IJG -11 - 9S4-41Q-1R 

UO XX ZZJ^ 1 X -7 X O 


Oequence 


18, 


Appl 


79 


60 


96. 


8 


16 


5 


ITG-1 1 - 9^4-41 9-1 Q4 

UO X X Z J *± 1X7 X-71 


oequence 


194, App 


80 


60 


96. 


8 


16 


g 


TTG -1 1 - 9^4-41 Q-OOn 

UO XX Zj*± **Xj7 ZZU 


oequence 


220, App 


81 


60 


96. 


8 


18 


4 


ttg - i n~nnfi-^Q7-9t=. 

UO XU UUD JJJ ZO 


oequence 


25, 


Appl 


82 


60 


96. 


8 


18 


4 


TTG-1 n_nnfi-^Q7-97 
UO XU - UU0 03o Z / 


Sequence 


27, 


Appl 


83 


6 0 


96. 


8 


1 ft 

XO 


4 


ttc _in_nnfi_«=.Q7_9Q 
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o u 


96. 


.8 


7 e 

30 


4 


ttq _in. 
Uo iu 


ICC 

Z 33 


e ft 
ou 


96. 


.8 


7 e 

3 O 


A 

4 


tto -in 

UO 1 u 


Z 30 


en 
o u 


96. 


.8 


7e 

3 O 


A 
4 


TTC _ i n . 
uo - iu • 


OCT 
Z3 / 


e ft 
ou 


96. 


.8 


7 e 

3 O 


4 


TTC 1 ft 

uo - iu - 


OCB 
Z DO 


e ft 
o u 


96. 


8 


7 e 

3 0 


4 


TTC _1ft. 
Uo - IU 


O C Q 
Z 37 


e ft 
o u 


96. 


.8 


7e 

3 O 


A 

4 


TTC _in. 
Uo - IU 


oca 
z o u 


en 
o u 


96. 


8 


7e 

3 O 


4 


TTC _in. 
Uo - IU 


261 


60 


96. 


8 


36 


4 


US-10 


262 


60 


96. 


8 


36 


4 


US-10 


263 


60 


96.8 


36 


4 


US-10- 



645- 


761- 


342 


Sequence 


342 , 


Ann 


666- 


696- 


342 


Sequence 


342 , 


Ann 


653- 


048- 


342 


Sequence 


342 , 


Ann 


645- 


784- 


342 


Sequence 


342 , 


Ann 


609- 


217- 


343 


Sequence 


343 , 


Add 


632- 


388- 


343 


Sequence 


343 , 


Ann 


651- 


723- 


343 


Sequence 


343 , 


Add 


645- 


761- 


343 


Sequence 


343 , 


Ann 


666 - 


696- 


343 


Sequence 


343 , 


Ann 


653- 


048- 


343 


Sequence 


343 , 


Add 


645- 


784- 


343 


Sequence 


343 , 


Add 


609- 


217- 


344 


Sequence 


344 , 


Ann 


632- 


388- 


344 


Sequence 


344 , 


Ann 
rt FF 


651- 


723- 


344 


Sequence 


344 , 


Add 


645- 


761- 


344 


Sequence 


344 , 


Add 


666- 


696- 


344 


Sequence 


344 , 


Add 


653- 


048- 


344 


Sequence 


344 , 


Add 


645- 


784 - 


344 


Sen xi en cp 


344 , 


Ann 


609- 


217- 


345 


Secfuence 


345 


Ann 


609- 


217- 


353 




353 , 


Add 


632 - 


388 - 


345 


Sequence 


345 , 


Add 


632 - 


388- 


353 


Secmence 


353 , 


Add 


651- 


723- 


345 


Spfiupncp 


345 , 


Add 


651- 


723- 


353 


Sequence 


353 , 


Add 


645- 


761- 


345 




345 


Ann 
**pp 


645- 


761- 


353 




353 , 


Ann 


666 - 


696- 


345 


Rem j en rp 


345 


Ann 


666- 


696- 


353 


Spmipncp 


353, 


App 


653- 


048- 


345 


Secrnence 


345, 


App 


653- 


048- 


353 


Spauencp 


353, 


App 


933- 


133A-10 


Sequence 


10, Appl 


933- 


133A-22 


Sequence 


22, Appl 


933- 


133A-23 


Sequence 


23, Appl 


645- 


784- 


345 


Sequence 


345, 


App 


645- 


784- 


353 


Sprfupnrp 


353, 


App 


609- 


217- 


346 


Sequence 


346, 


App 


632 - 


388- 


346 


Sequence 


346, 


App 


651- 


723- 


346 


Sequence 


346, 


App 


645- 


761- 


346 


Sequence 


346, 


App 


666- 


696- 


346 


Sequence 


346, 


App 


653- 


048- 


346 


Sequence 


346, 


App 


645- 


784- 


346 


Sequence 


346, 


App 


609- 


217- 


347 


Sefriienr*e 


347, 


App 


632 - 


388- 


347 


Spniiprirp 


347, 


App 


651- 


723- 


347 


Senue nee 


347, 


App 


645- 


761- 


347 


Semienfe 


347, 


App 


666- 


696- 


347 




347, 


App 


653 - 


048- 


347 


Remienr*e 


347, 


App 


933 - 


133A-25 


Sequence 


25, Appl 


645- 


784- 


347 


Sequence 


347, 


App 


609 - 


217- 


348 


ocyuciix-c 


348, 


App 


632- 


388- 


348 




348, 


App 


651 - 


723- 


348 




348, 


App 


645 - 


761- 


348 




348, 


App 


666 - 


696- 


348 


Senile noe 


348, 


App 


653 - 


048- 


348 


Sequence 


348, 


App 


645- 


784- 


348 


Sequence 


348, 


App 


609 - 


217- 


3 


Sequence 


3 , Appl i 


609 - 


217- 


4 


Senue nee 


4, Appli 


609 - 


217- 


14 


Sequence 


14, Appl 


609- 


217- 


349 


Sequence 


349, 


App 


609- 


217- 


354 


Senue nee 


354, 


App 


609 - 


217- 


355 


Sequence 


355, 


App 


609- 


217- 


356 


Sequence 


356, 


App 


609- 


217- 


357 


Sequence 


357, 


App 


609- 


217- 


359 


Sequence 


359, 


App 


609- 


217- 


362 


Sequence 


362, 


App 


609- 


217- 


363 


Sequence 


363, 


App 


609- 


217- 


1128 


Sequence 


1128, 


Ap 


609- 


217- 


1129 


Sequence 


1129, 


Ap 


609 - 


217- 


1130 


Senuenfe 


1130, 


Ap 


609- 


217- 


1131 


Sequence 


1131, 


Ap 


609- 


217- 


1132 


Senuenr*e 


1132, 


Ap 


609 - 


217- 


1133 


Senupnf e 


1133, 


Ap 


632 - 


388- 


3 


Senuenr*e 


3, Appli 


632 - 


388- 


4 


Senue nrp 


4 , Appl i 


632 - 


388- 


14 


Spauencp 


14, Appl 


632- 


388- 


349 


Sequence 


349, 


App 


632- 


388- 


354 


Sequence 


354, 


App 


632- 


388- 


355 


Sequence 


355, 


App 


632- 


388- 


356 


Sequence 


356, 


App 
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OCA 

zb4 


fin 


Qfi 


Q 


7 e 
J b 


4 


TIC - 


10 


- 632 - 


388 - 


357 


uCljUCIILC 


1C*7 A r-ir\ 


265 


D U 


Qfi 

7b 


Q 


■a e 
J b 


4 


Ub 


10 


- 632 - 


388- 


359 


OCljUCltt-C 


ICQ A nn 

JD7, App 


266 


ou 


Qfi 


Q 


7 e 
J b 


4 


TTC - 


i n 

J.U 


- 632 - 


388- 


362 


OCtJUCllLC 


7fiO Ann 


OCT 

Zo / 


fin 


Qfi 
70 


Q 


7 fi 

j b 




TTC _ 

Uo - 


10 


- 632 - 


388- 


363 




7fi7 Ann 


268 


fin 


Qfi 


Q 

. o 


"3 fi 

j b 


A 


TIC - 

uo - 


i n 

J.U 


- 632 - 


388- 


1128 


sequence 


1 1 O O 5n 
11ZO ( Ap 


269 


fi f\ 
D U 


oe 


. o 


i fi 
,5b 


/I 


TTC - 

uo - 


i n 

J.U 


- fi79 - 


■ 388 - 


1129 


sequence 


1 1 1 Q A r> 
11*7, Ap 


z /u 


fin 


Qfi 
7b 


o 
. o 


7fi 

JO 




US- 


10 


- 632 - 


388- 


1130 


Cprri ioa^a 


1 1 in B.n 
X X j u , 


9 "7 1 
Z / X 


fin 


Qfi 
7b 


q 


7fi 
J O 




nc- 

UO 


10 


- 632 - 


388 - 


113 1 


Q *a/-T1 lonro 


1171 ar* 
X X J x , 


9*79 

Z 1 z 


fin 


Qfi 

70 i 


Q 

. o 


7 fi 

J o 




TTC - 
UO 


10 


- 632 - 


388 - 


1132 


SsQusncs 


1 1 7*3 art 
XXJji , «p 


273 


fi n 
o u 


Qfi 

?o 


Q 

. o 


"3 fi 

~> o 




US - 


10 


- 632 - 


388 - 


1133 


Qpniiofipa 

octjutjnee 


1111 An 
X X J J , rtp 


274 


fin 
ou 


Qfi 

7b 


Q 
. O 


7 fi 

J b 




TTC - 
UO 


10 


- 651 - 


723 - 


. 3 




3 , Appl i 


275 


fi n 
o u 


Qfi 

?b 


p 

. o 


"3 fi 

j b 


A 


US - 


10 


- 651 - 


■ 723 - 


4 




4 , Appl i 


276 


fin 


Qfi 

7b 


Q 

. O 


"3 fi 

J b 




TTC - 
UO 


10 


-651- 


723 - 


■ 14 


C O^Yt 1 O n P 


Xfi , rtppi 


277 


fi n 
o u 


Qfi 

7b 


o 
. O 


7 e 
J b 


4 


TTC . 
UO 


t n 

IU 


-651- 


. no i - 


7 A Q 
Jft 7 


S SQus nc s 


7 A Q A t^t*% 
J 4 7 , >\pp 


278 


fin 
ou 


Qfi 

7b 


Q 

. o 


"3 fi 

Jb 


fi 


TTC - 

uo - 


i n 

-LU 


_ fic; n . 

DDI 




1 c A 
J Dfl 


OCCjUcIlCtr 


"3 C A A t->t~> 
J Df* , i-Vpp 


279 


fi n 
o u 


Qfi 

7b 


a 
. o 


■3 e 
j b 


4 


TTC - 

uo - 


i n 

J.U 


D Jl 


. "7*3 7 - 


ODD 


O CLJUcf lCc 


3CC Ann 
JDD/ «PP 


280 


ou 


q e 
7b 


Q 


*3 e 
.3 b 


4 


TTC - 

uo - 


i n 

J-U 


- box - 


• / Z J - 


mfi 

jDD 


octjUcncc 


7Cfi Ann 

JDb, >vpp 


zol 


fi n 
o u 


Qfi 

7b 


Q 


"a e 
■j b 


4 


TTC - 

uo - 


i n 
1 u 


- b D x - 




O o / 




-} c -7 Ann 
J D / , Mpp 


TOO 

ZoZ 


en 
ou 


Qfi 

7b 


a 

. o 


*3 e 
j b 


4 


TTC - 

uo - 


i n 

J.U 


DDI 




jD7 


oequence 


ICQ Ann 
J D 7 , Mpp 


z o J 


fin 
ou 


Qfi 
7b 


Q 


"3 e 
J b 




TTC - 

uo - 


i n 
xu 


box 


. "TO 7 - 
• / Z J - 


• IfiO 
JO£ 


oequence 


Ifil A nn 
JDZ, Mpp 


Z o4 


fin 
ou 


Qfi 
7b 


Q 

. o 


"3 fi 

j b 




no. 


i n 
xu 


DDI 


. 7*>7 _ 


. 7fi7 


Cam lftrmo 

oequence 


Ifil Ann 


Z O D 


fin 
ou 


Qfi 

7b 


a 


"3 fi 

J b 


/I 


TTC - 

uo - 


i n 
xu 


.CC1 

DDI' 


. "7*>7 - 


,1 1 TO 
X X Z D 


oequence 


1 1 1 fi An 

x x z o , *^p 


ZOO 


fin 

OU 


Qfi 

7b 


a 


"3 fi 

Jb 


>i 
i 


TTC _ 

uo - 


i n 
xu 


DDI* 


• / Zo - 


1 1 TO 
X X Z 7 


oequence 


1 1 1 Q an 
11*7, rtp 


-SO / 


fin 
bu 


Qfi 

7b 


a 


ifi 
■j b 


4 


TTC - 

uo - 


i n 
xu 


- OD X - 




• 1 1 in 

X X J u 


oequence 


1 1 1 n an 

XX JU , rtp 


9 0 Q 

zoo 


fin 
ou 


oe 
7b 


a 


*3 e 
j b 


4 


TTC - 

uo - 


i n 
xu 


_ e e i _ 

DDI 


*7*>7 - 


X 1J X 


oequence 


1111 an 

X X J X , Hp 


zoy 




oe 
7b 


a 
. o 


"3 c 
Jb 


4 


TTC 
Uo - 


i n 
xu 


fiC 1 
- DO X - 


/ e J - 


1 1 7*5 
1 X J£ 


oequence 


1111 An 
X X J Z , Hp 


290 


60 


96 


Q 

. o 


7 e 
Jb 


4 


TTC 

uo - 


i n 
xu 


eci 
- D D X - 


"7*5 7 _ 


1 1 77 


Sequence 


1111 An 

XX JJ , *\p 


291 


oU 


q e 
7b 


a 


"a e 
J b 


4 


TTC - 

uo - 


i n 
xu 


bfi O 


"7fi 1 _ 

/b 1 - 


7 


Sequence 


3 , Appl i 


292 


60 


96 


. 8 


7 e 
Jb 


4 


TTC 


i n 
xu 


- b4 o - 


-7C1 

/b l - 


A 
fi 


Sequence 


4 , Appli 


zy j 


ou 


Qfi 

7b 


a 


7 e 
J b 




TTC - 
UO 


i n 
x u 


- fiA c; - 

DID 


■7fi 1 _ 
/ O 1 - 


1 A 
X *± 


oequence 


1 A Annl 
Xfi t Hppi 


9 Q A 

zy4 


bU 


Qfi 
7D 


Q 

. o 


7 fi 

J b 


fi 


TTC _ 
UO 


i n 
xu 


- fid e; - 

O ft D 


• "7fi 1 - 
/OX 


7 A Q 
O ft 7 


oequence 


1AQ Ann 
J 4 7 , ftpp 


1 Q C 
Z 7D 


fin 

DU 


Qfi 
7b 


a 


7 fi 

o b 


fi 


TTC - 
UO 


10 


-64 5- 


76 1 - 


354 


Com 

oequence 


1 C A Ann 
JDft , /\pp 


9 Q£ 


fin 
b u 


Qfi 

7b 


a 


7 fi 

•j b 


A 
fi 


TTC - 

uo - 


i n 

XU 


DID 


*7fi 1 - 
/ O x - 




Corn ion/"»o 

oequence 


ice Ann 
JDD, /ipp 


OCT 

zy / 


e n 
bU 


q e 
7b 


Q 


7 e 
Jb 


4 


TTC 


i n 
xu 


- D 4 D - 


"7fi 1 
/ D 1 - 


ice 

JDD 


oequence 


7fifi Ann 
JDb, M.pp 


z 70 


fin 
o u 


Qfi 
7b 


p 


7fi 
J b 




TTC- 

uo - 


i n 
x u 


-fid e:- 
D fi D 


7fi 1 - 
/ O x - 


J D / • 


Cant i oTir^o 

oequence 


7C7 Ann 
J D / , "PP 


Z 77 


fin 
bu 


Qfi 
7b 


p 


7fi 

J b 


A 
fi 


TTC - 
UO 


i n 
x u 


- fid R. - 
DID 


. *7fi 1 - 
/ O x - 


7 C Q 
J D 7 


Com ionr»o 

oequence 


Icq Ann 
J D 7 , >vpp 


1 Afk 

j uu 


en 
bU 


Qfi 
TO 


p 

. o 


7 e 
Jb 


4 


TTC 
Uo- 


i n 
xu 


fiA tr 
- D4 O - 


*7fi 1 
' / D X - 


7fiO 
■ JOZ 


Com ionr»o 

oequence 


Ifil Ann 
J D Z , >*PP 


im 


cn 
ou 


oe 
7b 


p 


7 e 
J b 


4 


TTC - 

uo - 


i n 
xu 


- fi A rr - 

- Ofi D 


*7fi T - 
/ O x - 


Ifil 
JO J 


Com 

oequence 


Ifil Ann 
J b J , Mpp 


i n 9 


en 
bU 


oe 
7b 


p 


7 e 
Jb 


4 


TTC 

uo - 


i n 
xu 


e a cc _ 

- bfi d - 


*7fi 1 _ 
/O 1 - 


1 1 O Q 
X XZ o 


Sequence 


1 1 0 fl An 

X X z o , rtp 




en 
bU 


q e 
7b 


Q 

. o 


7 e 
Jb 


4 


TTC 
UO - 


i n 
x u 


CAE. 
- O fi D ~ 


*7fi 1 
/ O 1 - 


1 1 O Q 
X XZ 7 


Sequence 


1 1 O Q An 
X X Z 7 , Hp 


9 ft A 
JU4 


en 
b U 


oe 
7b 


Q 

. o 


7 e 
J b 


4 


TTC _ 

uo - 


i n 

xu 


- bfi o - 


. "7fi 1 _ 


i i 7n 

11 jU 


Com mnfrt 

oequence 


1 1 1 n An 
X X J U , Hp 


•arte 


en 
bU 


q e 
7b 


Q 


7 e 
J b 


4 


TTC - 

uo - 


i n 
1 u 


- bfi D - 


TfiT - 
/OX" 


117 1 
XX J X 


Com i on o 

oequence 


1111 An 
X X J X , Hp 


JUb 


fin 
b U 


oe 

7b . 


Q 


7 e 
J b 


4 


TTC _ 

uo - 


i n 
x u 


_ fi A Q _ 

- bfi o - 


*7fi 1 _ 
/D X - 


1171 
X X JZ 


Co/tiiot'i/ha 

oequence 


1 1 11 an 
X X J Z , Hp 


"5 "7 
JU / 


e n 
b U 


q e 
7b . 


Q 


7 e 
J b 


4 


TTC _ 
Uo - 


n n 
x u 


- bfi D _ 


Tfil - 
/ O 1 - 


1 1 71 
XX J J 


Com iot*is°io 

oequence 


1111 an 
X X J J , Hp 


JUo 


e n 
bU 


Q c 
7b 


Q 


7 e 
Jb 


4 


TTC 

Uo - 


-i n 
xu 


e ee 
- bbo - 


e oe 

O 7D - 


1 


oequence 


3 , Appl l 




en 
b u 


Qfi 

7b 


Q 

. o 


7 fi 

-j b 


A 


TTC 

uo - 


i n 
x u 


fififi - 
- bbo - 


fi Qfi - 
D 7D - 


A 
fi 


Com ionr>a 

oequence 


A Annl -5 
f* , HppX X 


Tin 


e n 
bU 


q e 

7b . 


Q 


7 e 
Jb 


4 


TTC 

Uo - 


i n 
1U 


- bbb - 


fi Qfi 

b 7b - 


1 A 
Ifl 


oequence 


1 A Annl 
X4 , HppX 


J 11 


e n 
bU 


oe 

7b . 


Q 

. o 


7 e 
Jb 


4 


TTC 

Uo - 


i n 
1U 


can 
- bbb - 


D7D - 


1 A Q 
J4 7 


Com i ot*i r*o 

oequence 


1 A Q A nn 
J4 7, Hpp 


J XZ 


en 
bU 


Qfi 

7b , 


Q 


7 e 
Jb 


4 


TTC 

uo - 


i n 

1U 


DDD 


O 7D 


7 C A 
J Dfi 


Com iot^r*o 

oequence 


1CA Ann 
J Dfi , Hpp 


■a i "3 
j 1j 


fi n 
ou 


Q C 

7b . 


Q 

. o 


7 e 
J b 


4 


TTC 

uo - 


i n 

1U 


- boo - 


O 7D - 


■3CC 
JDD 


Comiortr^o 

oequence 


ICC Ann 
JDD, "PP 


J 14 


fi n 
b u 


Qfi 

7b . 


p 


7 e 
J b 


4 


TTC ~ 
UO 


i n 
xu 


- bbb - 


D7D ~ 


ice 

JDD 


Com ior\/-»o 

oequence 


ice Ann 
JDb, Hpp 


J Id 


e n 
bU 


oe 

7b . 


Q 

. o 


7 e 
Jb 


4 


TTC 

Uo - 


i n 
x u 


eee 
-bbb- 


fi q e 
b7b- 


7 C*7 
JD / 


Sequence 


7 C*7 Ann 
J D / , Hpp 


3 16 


60 


96 , 


. 8 


36 


4 


US - 


10 


- 666 - 


e oe 

070 - 


359 


Sequence 


359, App 


317 


60 


96 . 


■ 8 


36 


4 


US - 


10 


eee 
- bbo - 


e q e 

070 - 


7 e i 
Jbz 


Sequence 


7ei Ann 

j b z , Hpp 


11 Q 

Jlo 


e n 
bU 


q e 

7b , 


Q 


7 e 
Jb 


4 


TTC 

uo - 


10 


eee ~ 
- bbb - 


fi Qe 
b 7b - 


7 e 7 
Jb J 


Sequence 


7fi7 Ann 

j b J , Hpp 




e n 
oU 


QC 

7b . 


Q 


7 £ 

J b 


4 


TTC 
Uo - 


i n 
1 u 


- o b D - 


b 7b - 


1 1 C7 
X xdZ 


Sequence 


1 1 CO An 
X X D Z , Hp 




c n 
b U 


Qfi 

7b , 


Q 


7 e 
J b 


A 


TTC 

uo - 


i n 
xu 


ODD 


fi Qfi 

b 7b - 


1 1 Q7 
IIjj 


oequence 


1 1 CI An 
XXDJ , Hp 


1 9 1 

J Z X 


e n 
b U 


Q fi 

7b , 


Q 


7 fi 

J b 


4 


TTC 

uo - 


i n 
x u 


DDD 


070 - 


1 1 CA 
XXD4 


Sequence 


1 1 CA An 
X X D fi , Hp 


322 


fi n 
b u 


Qfi 

7b . 


p 

■ 0 


7 fi 
J o 




US - 


10 


- 666 - 


696 - 


1155 


C om l on r*o 

oequence 


1155 Ap 


323 


fi n 
b u 


96 


Q 


3 6 




US- 


10 


- 666 - 


696 - 


1156 


Com i on r»o 

OCLJUCIILC 


1156, Ap 


9 9 A 
JZ4 


e n 
OU 


Qfi 

7b . 


Q 

, o 


7 fi 
J b 


4 


TTC _ 
UO 


i n 
xu 


.eee. 

ODD 


O 7D 


1 1 ^"7 
XXD / 


oequence 


1157 Ap 


Jz D 


en 
bU 


Qfi 

7b , 


p 


7 fi 

Jb 


4 


TTC 
Uo - 


i n 
xu 


e "C7 - 
- b D J - 


nA q 

U4 o - 


j 


Sequence 


3 , Appl i 


ne 


en 
bU 


Qfi 

7b . 


p 


7 fi 

J b 


4 


TTC - 

uo - 


*i n 
xu 


.ec-3. 
DDJ 


nA q _ 

Ufi o 


A 
fi 


Co/riionr^o 

oequence 


A Ann! t 
fi , HppX X 


999 
JZ I 


en 
bu 


Qfi 

7b . 


p 


7 fi 

J b 


fi 


TTC - 

uo - 


i n 
xu 


_ fi fi7 _ 
- ODD - 


nA q _ 

Ufi O - 


1 A 
Xfi 


Com ionr*o 

oequence 


1 A annl 
Xfi , HppX 


Jit) 


en 
bU 


Qfi 

7b . 


p 


7 fi 

J b 


fi 


TTC - 

uo - 


i n 
xu 


- DDJ - 


nA fi _ 

Ufi O 


7 A Q 
Jfi 7 


Coi"riion*"»o 

oequence 


1AQ Ann 
J f* 7 , Hpp 


jzy 


en 
bU 


Qfi 

7b . 


p 


7 e 
Jb 


4 


TTC 

uo - 


t n 
xu 


eci. 

- DDJ - 


n a a 
U4 o - 


7 C A 
J D4 


Sequence 


7 C A ann 
J Dfi , Hpp 


91 n 


en 
b u 


Qfi 

7b . 


p 


7 e 
J b 


fi 


TTC _ 

uo - 


i n 
xu 


_ e C7 _ 

- ODD - 


(\A fi - 
Ufi O 


ICC 

JDD 


Coz-riion/^o 

oequence 


7 c c Ann 

JDD, Hpp 


11 1 


fin 
b u 


Qfi 

7b , 


p 


7 fi 

J b 


fi 


TTC _ 

uo - 


n n 

xu 


- DDJ - 


nA fi _ 

U4 O - 


7 Cfi 
JDb 


C o /-fi i o n f o 

oequence 


ice Ann 

JDD, Hpp 


TIT 


fin 
b u 


Qfi 
70 . 


q 
o 


7 fi 

J b 


A 
fi 


TTC 
UO 


i n 
xu 


_ e c; 7 - 
DDj 


nA n - 

Ufr O - 


1 c *7 
J D / 


C o m i o n r* o 

oequence 


357 App 


333 


60 


Qfi 
7b . 


. 8 


36 


4 


US - 


10 • 


eci 
- bo J - 


04 8 - 


ICQ 
J D 7 


Sequence 


ICQ Ann 
J D 7 , Hpp 


334 


60 


Qfi 
7b . 


, 8 


3 6 


4 


US - 


10 


- 653 - 


04 8- 


362 


Sequence 


7fi*> Ann 
J D Z , Hpp 


335 


60 


q e 

7b . 


Q 

, o 


7 fi 

J b 


4 


us - 


10 


eci 
- b D J - 


04 8- 


Ifil 
Jb J 


Sequence 


Ifil Ann 
J D J , Hpp 


336 


60 


Qfi 

7b . 


Q 

. o 


7 e 
J b 


4 


US - 


10 


fi C 1 

- bo J - 


04 8- 


1128 


Sequence 


1 1 Ifi An 
X X Z O , Hp 


337 


60 


Qfi 

7b . 


8 


36 


4 


US - 


10 • 


- 653 - 


04 8 - 


1129 


Sequence 


1 1 O Q An 
11Z7, Hp 


338 


60 


q e 
7b , 


p 
o 


7 e 
Jb 


4 


US - 


10 


- 653 - 


04 8 - 


113 0 


Sequence 


1 1 1 n An 
X X J U , Hp 


339 


en 
bu 


q e 
7b . 


p 


7 e 
Jb 


4 


TTC 

Uo - 


10 ■ 


eci 
- OD J - 


04 8- 


113 1 


Sequence 


1111 An 
X X J X , Hp 


J4 U 


en 
bU 


Qfi 

7b . 


p 


7 e 
J b 


4 


TTC 

uo - 


x u • 


eci 
- bo J - 


048- 


1132 


Sequence 


1 1 19 An 
X X J Z , Hp 


341 


60 


96 . 


3 


36 


4 


US- 


10 


-653- 


048- 


1133 


Sequence 


1133, Ap 


342 


60 


96. 


8 


36 


5 


US- 


10 


-933- 


133A 


,-11 


Sequence 


11, Appl 


343 


60 


96. 


8 


36 


5 


US- 


10 


-933- 


133A-12 


Sequence 


12, Appl 


344 


60 


96. 


8 


36 


5 


US- 


10- 


-933- 


133A-14 


Sequence 


14, Appl 
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Jfl D 


0 u 


QC 


Q 
. O 


■3 c 
j 0 


c 
J 


US- 


10 


_ 933 - 


• 133A- 15 


Sequence 


15, App 1 


346 


60 


96 


O 
• O 


1C 
J O 


D 


US- 


10 


- 933 - 


133A- 16 


OCLJUcllCS 


1 C A -r-\r"k 7 

xo, >\ppx 


347 


60 


96 


g 


7fi 
J O 


D 


US- 


10 


- 933 - 


- 133A- 17 


ocLjucncc 


1 1 a r\ri 7 
X / , Mppi 


348 


60 


96 


O 

. O 


3 C 
J O 


D 


US- 


10 


- 933 - 


• 133A- 18 


ocyuciiLc 


1 fi u nn1 


34 9 


60 


Qfi 
JO 


P 
. O 


*3 fi 
J O 


C 


US- 


10 


- 933 - 


■ 133A- 1 9 


O O /Ti lan/^a 

ocyuencc 


Xj, Appx 


■sen 


60 


Qfi 
SO 


O 

. O 


"3 fi 
JO 


c 
J 


T7Q- 


10 


_ q -3 -3 . 
j j j 


• 133A- 20 


Q 0 rfl i on rri 

oequence 


■JA Ann 7 

z u , App X 


351 


60 


Qfi 
-70 


O 
. O 


7 fi 
J O 


D 


770- 


10 


- 933 - 


•133A-21 


ocquence 


zx, >\ppx 


352 


60 


96 


8 


7fi 
j O 


5 


us - 


10 


- 933 - 


• 133A- 24 




7A a rrr» 7 
Zfl , nppi 


353 


60 


96 


8 


"3 fi 
J O 


5 


US- 


10 


- 933 - 


- 133A- 26 




7fi Rnnl 
Z O , Mppx 


3 54 


60 


96 


8 


36 


5 


US- 


10 


- 933 - 


133A- 27 


ocyuciiLc 


7 7 Ar>r»7 
Z / , /ippx 


355 


60 


96 


3 


7fi 

j 0 


c 
D 


US- 


10 


- 933 - 


• 133A- 28 


Oam lonna 

ocijucnce 


7fi a>-»r^l 
ZO, Hppi 


356 


60 


96 


8 


36 




US- 


• 10 


_ 933 , 


• 133A- 3 0 


DCLJUcIlCc 


3A a nn i 
ju, >\ppx 


357 


60 


96 


8 


36 


5 


us - 


10 


- 933 - 


• 133A- 3 1 


oeijueiiuc 


31 Appl 


358 


60 


96 


8 


"3 fi 


c 
3 


770 - 


10 


.033. 
j j j 


• 13 3A- 3 2 


Sequence 


*3"7 A y-\t-> 7 
J Z , AppX 


359 


60 


96 


8 


36 


5 


US- 


10 


- 933 - 


133A- 33 


OCI^UCIiLC 


33, Appl 


360 


60 


96 


8 


36 




us - 


10 


- 645 - 


•784 - 3 


OuLjUCllLC 




JOl 


Cf\ 

0 u 


JO . 


p 
. 0 


■3 c 


D 


no 


J. u 


CAK 
- Oft D - 


7Q4 A 

■ 1 Of* ft 


Sequence 


4 , Appli 


7 fi7 


60 


Qfi 

JO . 


p 
. 0 


"3 fi 
J O 


D 




i n 
1 u 


a a 

- Oft D - 


*7 Q A 7 A 

■ 1 o*± - Xft 


Sequence 


1 A AhmI 
Xft , AppX 


JOJ 


c n 
0 u 


JO 


p 
. 0 


"3 C 


D 


no _ 


i n 
1 u 


CA c, 
~ Oft D- 


*7 Q A 3iQ 

• / Ofi - J ft J 


Sequence 


"2 A Q Ann 

J 4 J , App 


7 Ad 
J Oft 


0 u 


Qfi 


0 
. 0 


"3 fi 
J O 


c: 
J 


no - 


i n 
± u 


O ft D 


. 7ft A - "3 fid 
' / Oft _ J Dft 


oequencc 


JDfi , App 


7fifi 


60 


96 


8 


7fi 
J O 


c 
J 


ftO- 
uo 


i n 

1U 


- fid R- 
Oft D 


• 7ftd - "i fifi 
/ Oft - J DD 


Oa/n inn /""* Q 

oc(jUcncc 


O C C Ann 

JDD, App 


JDD 


60 


96 


8 


7fi 
J O 


c 
J 


TTO- 


i n 

1U 


- fid R- 
Oft D - 


7ftd - 7 fifi 
/ Oft - J DO 


oetjUcncc 


7 fifi Ann 
JDO, App 


7fi7 
JO/ 


sn 
0 u 


96 


8 


7 fi 
J O 


c 
J 


IIO - 
Uo - 


i n 
xu 


- fid fi- 
Oft D - 


. 7ftd - 7 fi7 
• / Oft - J D / 


oc^uence 


7 fi 7 A nn 
J D / , App 


ICQ 

Jot) 


fin 
O u 


Qfi 


p 
. 0 


7 fi 
j O 


D 


TTC 

uo - 


7 n 

iU 


- Oft J - 


' /Oft - JD J 


oequence 


7 CO Ann 
J D J , App 




0 u 


Qfi 
JO 


p 
. 0 


"3 c 

JO 


c 
J 


ITC 
Uo - 


1 n 
1U 


CA K 
- Oft D- 


70A 
• /Oft - JOZ 


Sequence 


7 fi 7 A nn 

J 0 Z , App 


0 f u 


c n 
0 u 


Qfi 
JO 


p 

. 0 


■3 c 

JO 


c 
J 


no 
uo - 


1 n 

1U 


CA C 
- Oft D - 


1QA 3C3 
• / Oft - JOJ 


oequence 


363, App 


777 

j / x 


fin 
0 u 


Qfi 
JO . 


Q 

. O 


7fi 
j 0 


D 


uo - 


1 n 
xu 


Cd R 
- Oft D - 


• / Oft - X X DZ 


oequence 


1 1 C") An 
X X D Z , Ap 


J /Z 


£ n 
0 u 


or 
JO 


p 


3 c 
Jb 


c 

d 


no 
Uo - 


xu 


- o4 D - 


/o4 - XXb J 


Sequence 


IICI An 

X X D J , Ap 


777 


fin 
0 u 


Qfi 
JO 


O 

. O 


7fi 
j 0 


c 

J 


ITO- 
u 0 


i n 
xu 


- fid R _ 
Oft D - 


• 7ftd - 1 1 fid 
/ Oft - XXDft 


Corii ianr<a 

ocyucllLc 


7 1 fid An 
X X D ft , /\p 


77d 
J / ft 


fin 


Qfi 
JO 


ft 

. O 


7fi 
j 0 


D 


TTO- 

uo 


i n 
xu 


- fid R - 
Oft D 


• 7fld - 1 1 fifi 
/Oft-XXDD 


oequciioc 


7 1 fifi An 
X X D D , rtp 


77fi 


fin 

0 u 


96 


8 


7fi 

JO 


D 


uo - 


i n 
xu 


- fid R _ 
Oft O 


. 7 ftd - 1 1 fifi 
/ O ft X X DO 


Oom lon^D 
OcqUcIlt-C 


7 1 fifi An 
X X D O , Hp 


376 


60 


96 


8 


36 




US - 


10 


- fid R - 

- Oft D - 


784 - 1 157 


O^/^rii^n/*'^ 

oequence 


7 1 fi7 An 
X X D / , .rip 


377 


60 


96 


8 


3 7 




US - 


10 


O U J 


2 17 - 350 


O^m i^n^o 

oequence 


7fifl Ann 
J D U , App 


J / O, 


n 
0 u 


Qfi 

jo . 


p 

. 0 


"3 7 

j / 


A 
ft 


no _ 
uo 


1 n 
x u 


_ fiO Q _ 
- O U J - 


.07 7.3CQ 
z x / - J D 0 


Sequence 


"ICO Ann 
JDO , App 


J / J 


fin 
0 u 


Qfi 

JO . 


. 0 


"3 7 
J / 


ft 


no _ 
uo - 


1 n 
x u 


_ fiOQ _ 
O U J 


.71 7 _ "3 c n 
Z X / - J 0 u 


oequence 


7fi(7 Ann 
JOU, App 


380 


60 


96. 


. 8 


37 


4 


US - 


10 


- 609 - 


•217-361 


oequence 


7fi7 Ann 
JOX, "PP 


3 81 


60 


96. 


.8 


77 

j / 


A 
ft 


no _ 
uo - 


xu 


_ fi "3 O _ 
OJZ 


. 7 q ft _ "3 fin 

JOO-JDU 


oequence 


7 fi (7 A nn 
JDU , App 


382 


60 


96. 


, 8 


3 7 


^ 


T1Q- 

uo - 


i n 
x u 


O J Z 


70O.3CO 
J O O J D O 


oequence 


3CQ Ann 
JDO, App 


IDT 
JOJ 


fin 
0 u 


96.8 


7 7 
j / 


ft 


no - 
uo - 


x u 


fi"37 
- O J z - 


7 ft ft - "3 fin 
J OO - J OU 


oequence 


1C(\ Ann 
JOU, App 


7 ftd 

0 Oft 


fin 
ou 


96. 


.8 


"3 7 
J / 


A 
ft 


no- 
uo - 


xu 


- O J z - 


"3 ft ft - 1 fi 1 
J OO - J O X 


oequence 


"2 CI Ann 
J fa X , App 


385 


60 


96. 


.8 


37 


4 


us - 


10 


- fiRl - 
O J X 


/ Z J J DU 


oequence 


7 fiO Ann 
JDU, ^pp 


7 ftfi 


fin 
ou 


96. 


.8 


"37 
J t 


ft 


1TO- 

uo - 


i n 
xu 


.(TCI 
DDI" 


77 7 - 7 fift 
/ Z J - J DO 


Oamian^a 

oequence 


3CQ Ann 
J D O , App 


7 ft7 

jo/ 


fin 
ou 


96. 


.8 


"3 7 
J / 


A 
ft 


TTO- 
uo - 


1 n 
x u 


- fifil - 
DDI 


777 - 7fin 
/ Z J - J OU 


oequence 


"3 fin Ann 
JOU, App 


7 ftft 


fin 
0 u 


96. 


.8 


7 7 
J / 


ft 


no. 
uo - 


1 n 
xu 


- fiR7 - 
DDI 


777 - 7fi1 
/ Z J - JOX 


oequence 


7 CI Ann 
JOX, App 


JOJ 


fin 
0 u 


96. 


.8 


"3 *7 
J / 


ft 


TTO 

uo - 


1 n 
xu 


- Oft D - 


7ci *a c 0 

/ O X - J DU 


Sequence 


3Crt a nn 
JDU, App 


•Jon 


fin 
0 u 


96. 


,8 


"3 "7 
J / 


A 
ft 


no _ 
uo - 


i n 
xu 


- CA R _ 

- Oft 0 - 


TCI _ 7 fi ft 
/ O X ~ J DO 


Sequence 


3 CP Ann 
JDO, App 


7 Q7 


fin 

O U 


96. 


,8 


"3 7 
J / 


ft 


TTO _ 

uo - 


1 n 
xu 


- Oft D - 


TCI .if ft 

/ 0 x - J OU 


Sequence 


Ten Ann 
JOU, App 


7 Q7 
-J j z 


fin 
0 u 


96. 


,8 


7 7 
J / 


ft 


770 _ 
uo - 


1 n 
xu 


- Oft 0 - 


7 fi 1 _ 7 fi 7 
/ O X - J O X 


Sequence 


3C1 Ann 
JOX, App 


3 93 


60 


96. 


.8 • 


"3 7 
J / 


4 


770- 

uo 


i n 
xu 


-CCC- 
000- 


CCtC .TCft 

O J O - J D U 


Cam ianr*Q 

oequence 


7 fin Ann 
JDU, App 


3 94 


60 


96. 


.8 


37 


4 


770- 
UO 


i n 
xu 


-CCC- 
000 


fi Qfi _ 7 Cft 
O JO J D O 


oequence 


7fiR Ann 
JDO, App 


3 95 


60 


96. 


.8 


37 


4 


77Q- 
UO 


10 


- 0 0 0 


£Q£ _7fin 
©JO - J O U 


oequence 


7 fi n A nn 
JOU, App 


3 96 


£ n 
0 u 


96. 


8 


"3 7 

j / 


A 

ft 


77G _ 
UO - 


xu 


ccc 

000 


fi Qfi - 7 fi 1 
O JO -JOX 


Sequence 


3C1 A nn 
JOX, App 


397 


6 0 


96. 


, 8 


j / 


4 


T7G - 
UO 


xu 


- DDJ - 


(\A ft TCft 
Uft O - J DU 


oequence 


3Cft Ann 
JDU, App 


•500 


6 0 


96. 


8 


37 


4 


US - 


10 


- 653 - 


U4o " JDO 


Sequence 


3 58, App 


399 


60 


96. 


8 


37 


4 


us - 


10 


-653- 


nd ft _ 7 fin 

Uft O J 0 u 


oequence 


7fin Ann 
JOU, App 


4 00 


6 0 


96. 


. 8 


"3 "7 
J / 


4 


T70 - 
UO 


i n 
xu 


fi c; •a 

DDJ 


f\A ft - 7 fi 7 
Uft O - JO X 


Sequence 


3£1 Ann 
JOX, App 


4 01 


60 


96. 


8 


37 




US - 


10 


- 645 - 


784-350 


Sequence 


icn Ann 
JDU, App 


402 


60 


96. 


8 


37 


5 


us - 


10 


- 645 - 


784 -358 


oequence 


7fift Ann 
JDO, i-ipp 


4 03 


60 


96, 


8 


7 7 
j / 




T70 - 
UO 


xu 


_ fid r _ 

O ft D 


7ftd _ 7fin 

/ Of* - J 0 u 


Sequence 


7 fin Ann 
JOU, App 


404 


fin 

O U 


96. 


8 


7 7 
J / 


c 
J 


770 - 
UO - 


1 n 
x u 


O ft D 


7QA _ 7fi7 

/Oft -jox 


Sequence 


3 CI Ann 
J fa X , App 


405 


60 


96. 


8 


7 ft 
J O 


4 


770- 
UO 


1 n 
x u 


- firtQ- 
O U J 


7 7 7 - 7 fil 
Z X / - J D X 


oequence 


7 fil Ann 
J D X , App 


406 


fi n 

O u 


96. 


8 


7ft 
J O 


ft 


770 - 
UO 


i n . 
x u 


_ fi "3 7 _ 
O J Z 


7ftft _ 7 fi7 
J O O - J D X 


Sequence 


3Ci Ann 
J D X , App 


407 


60 


96. 


8 


38 


4 


US - 


10 


- fim - 

DDI 


77 7 - 7 fil 
/ Z J - J D X 


oequence 


7 fil Ann 
J D X , App 


4 08 


60 


96. 


8 


38 


4 


US- 


10 • 


- fid R- 
Oft D - 


7fi1 -7fi1 
/ O X - J D X 


oequence 


7 fil Ann 
J D X , App 


4 09 


fin 
ou 


96. 


8 


"3 P 

j 0 


ft 


770 - 

uo - 


7 n 

xu • 


ODD 


fi Qfi _ 7 fil 
O JO ~ J D X 


Sequence 


351, App 


4 10 


60 


96. 


8 


38 


4 


us - 


10 


-653 - 


048 -351 


oequence 


7 fi 1 A nn 
J D X , App 


411 


60 


96. 


8 


38 


5 


us - 


10 


_ 64 5 - 


784 - 3 5 1 


oequence 


3ci A nn 
J D X , App 


4 12 


60 


96. 


8 


4 1 


4 


us - 


10 • 


- fin q _ 

O U J 


717-777 
z x / - J J / 


oequence 


*3 *3 *7 A nn 
J J / , App 


4 13 


60 


96. 


8 


4 1 


4 


770 - 
uo 


i n 
xu 


_ fin q - 

O U J 


71 *7 - 7 "3 ft 
Z X / - J J O 


Sequence 


338, App 


4 14 


60 


96. 


8 


4 1 


4 


77G - 

uo 


x u • 


fi *3 O 
D J Z 


too 337 
J OO - J J / 


Sequence 


337, App 


d 7 fi 
ft J. J 


60 


96. 


8 


d i 

ft X 


ft 


770 - 

uo 


xu • 


O J Z 


T Q fi IIQ 
J OO - J JO 


Sequence 


338, App 


4 16 


fin 
ou 


96. 


8 


4 1 


ft 


770 - 

uo - 


i n . 
xu 


-fiR7 - 
DDI 


"77 7 "3 ^"7 
/ Z J - J J / 


Sequence 


337, App 


A 1 7 

ft x / 


fin 
ou 


96. 


8 


A 1 
ft 1 


4 


no 
uo - 


xu 


C C 1 
- ODX - 


"7 *> "3 33Q 
/ZJ- J JO 


Sequence 


33 8, App 


418 


60 


96. 


8 


4 1 


4 


770 - 

uo 


i n . 
xu 


- fi A fi _ 
Oft D - 


7fi 1 _ 7 77 
/ O X - J J / 


oequence 


3 3*7 Ann 
J J / , App 


419 


fin 
0 u 


96. 


8 


A 1 
ft ± 


A 
ft 


77C - 

uo - 


i n . 
xu 


Oft D - 


*7fi 1 330 
/ O X - J Jo 


Sequence 


338, App 


Aon 

ft Z U 


fin 
0 u 


96. 


8 


A 1 
ft 1 


4 


no 
uo - 


xU ■ 


•DOO- 


696-337 


Sequence 


337, App 


421 


fin 
0 u 


96. 


8 


ft X 


ft 


770 _ 

uo 


x u - 


ccc 
-000- 


696 -338 


Sequence 


338, App 


422 


60 


96. 


8 


41 


4 


us- 


10- 


-653- 


048-337 


Sequence 


337, App 


423 


60 


96. 


8 


41 


4 


us- 


10- 


-653- 


048-338 


Sequence 


338, App 


424 


60 


96. 


8 


41 


5 


US- 


10- 


-933- 


133A-34 


Sequence 


34, Appl 


425 


60 


96. 


8 


41 


5 


US- 


10 


-645- 


784-337 


Sequence 


337, App 
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426 


60 


96 . 


8 


41 


5 


US - 10 


427 


60 


96 . 


8 


42 


4 


US - 10 


428 


60 


96 . 


8 


42 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: July 25, 2006, 09:45:49 ; Search time 29 Seconds 

(without alignments) 
29.828 Million cell updates/sec 

Title: US- 10-667-096-34 

Perfect score: 62 

Sequence: 1 I EG PTLRQXLAARAX 15 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 208217 seqs, 57668156 residues 

Total number of hits satisfying chosen parameters: 208217 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published__Applications_AA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US09_NEW_PUB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US06_NEW_PUB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US07_NEW_PUB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US08_NEW_PUB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/PCT_NEW_PUB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US10_NEW_PUB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/USll_NEWJPUB .pep : * 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US60_NEW_PUB.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 
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50 
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50 
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7 
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Sequence 
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50 
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324 


7 
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11 - 
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• 3b5B- lb 860 


Sequence 
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50 
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50 
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"3 C C D A 1 "5 ft "3 

• JbbB- 4 /zU J 
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iu - 
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31 
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.0 
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Sequence 
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385 
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. 0 
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Sequence 
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127 


31 
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7 
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6 


us - 
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Sequence 
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293 - 
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31 
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50 
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. 0 


1 162 


6 
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18 
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11- 
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Sequence 
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. 4 


ICQ 

lbo 


7 


us - 


ll- 


259 - 


950-12 
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58 , Appl 
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.4 


190 
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.4 
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.4 
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7 
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.4 
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.4 
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.4 


208 


6 
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m 11 a 
■i 1 13 1 , A 
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30 


48. 
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.4 
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7 
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.4 
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1 /U 
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7 
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30 
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.4 
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7 
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30 


48, 


,4 
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7 
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11- 
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950-91 


Sequence 
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173 


30 


48. 


,4 


2 12 


7 
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11- 


259 - 
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Sequence 
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48. 


,4 
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7 


us - 
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48. 


.4 
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7 


us - 
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056 - 
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Sequence 
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,4 
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7 
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30 
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.4 
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7 
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950-53 
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30 


48. 


.4 
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7 
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30 


48. 


4 
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Sequence 
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30 


48 
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6 
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Sequence 
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30 


48 
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7 
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Q C A O 

• y du - z 
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no 
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Sequence 
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J> u 
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•44 9- 
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i a 
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O O Q 
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o u 
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ll 
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7 
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z / 0 


•7 


us - 


Ti- 
ll- 


UDO 


. O CCT3- 1 A 1 C 1 1 
J J jd 1U1D11 
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0 
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0 
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iu - 
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QAO OQOQA 
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6 
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4 8 
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. 4 
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7 
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QC 
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381 
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JU 
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COCAO A 

bzbUl, A 
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3191, Ap 


ooo 
zz / 


O A 

JU 


A Q 
4 0 


. 4 


A QQ 
4oo 


7 


US - 


11- 


056 - 


OCCD A"7/I10 

J bbB- 4 /4 lo 


Sequence 


4 74 18 , A 


228 


30 


4 8 


. 4 


507 


7 


US- 


11- 


056- 


OCCT5 OTQrt 

JDbB- 3 19U 


Sequence 
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42635, A 
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6 
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Sequence 


15, Appl 
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0 A 


A ft 
ft O 


. 4 


/ D Z 


•j 


TTC 
Uo 


11 


A cc 
u bo - 


O CCD C Q Q 1 O 

j ddd - o y 0 iz 


Sequence 


C Q Q 1 0 a 

b y 0 iz , a 


O O Q 

z j y 


30 


4 8 


. 4 


753 


7 


us - 


11- 


056 - 


OCCD OQOQQ 

JbbB- 00 J 0 y 


Sequence 


Q Q O O Q A 

oojuy, A 




"5 A 
J U 


A Q 

ft 0 


. 4 


OCO 
/ D J 


7 


TTC 

Uo - 


11- 


A C C 

Ubb - 


OCCD QOTytC 

JbbB- yz 14 b 


Sequence 


9214 5 , A 


OA 1 
Z ft 1 


O A 
J U 


A ft 
ft 0 


A 

■ ft 


Oft 1 
/ O 1 


o 
/ 


TTC 

uo - 


1 1 

11- 


A CC 
UDO - 


0 CCD C Q ft T 1 

Jbbo-byoii 


Sequence 


C QQ 1 1 A 
D7Q 11 , A 


OiO 
Zft Z 


"3 A 


A ft 


. ft 


O ft O 
/O J 


c 

O 


TTC 

Uo - 


1 A 

iu - 


44 9- 


QAO AQOIO 

y Uz - 4 y jiz 


Sequence 


4 93 12 , A 


O A O 
24 J 


O A 
JU 


A Q 
4 O . 


. 4 


1 A AC 

lUUo 


b 


TTC 

Uo - 


1 A 

iu- 


44 9 - 


QAO A1CAO 

y Uz -4 lbU J 


Sequence 


4 1503 , A 


244 


O A 
J U 


A Q 
40 , 


. 4 


1 1 A O 
1 1U J 


0 


TTC 

Uo - 


11- 


O O Q 

z 0 y - 


1 AO OIC 

lUz - Z lb 


Sequence 


216, App 


Zft D 


1 A 
JU 


A ft 

ft O . 


A 

. ft 


1 1U J 


•7 


TTC - 
UO 


Ti- 
ll - 


0 ft Q 

z 0 y - 


1 AO _ O O O 

1UZ - z / / 


Sequence 


OOO A nn 
Z / / , App 


Oil c 
Zft o 


1 A 
J U 


A ft 

4 0 , 


A 

. ft 


T OCA 
1Z04 


0 


TTC 

Uo - 


11- 


O Q Q 

z 0 y - 


1 A O O AC 

iuz - z Ub 


Sequence 


OAC 7\ nn 

Z U b , App 


O A O 
Zft / 


D u 


A ft 

ft O 1 


A 

. ft 


1 coc 


c, 
0 


TTC _ 
UO 


T A _ 

iu - 


C A c _ 
DUD - 


QO ft _ O C O 

y z 0 - z d / 


oequence 


OCO Ann 
ZD/, <r*PP 


24 8 


29 


A C 

4b , 


Q 
. O 


16 


7 


us - 


11- 


340- 


003-20 


Sequence 


20, Appl 


O A o 

zft y 


O Q 

z y 


A C 
ft O . 


Q 

. O 


1 y 


c 
b 


TTC 

Uo - 


1 A 

1 u - 


Q C O 

y b j - 


CIOP c 1 c 

b l Ju- bib 


Sequence 


C 1 C Art*\ 

bib, «pp 


ocn 

Z 3 U 


0 0 
z y 


A C 
4 O . 


Q 

. O 


1 Q 

iy 


•7 


TTC 

Uo - 


-1 1 
11- 


O O A 
Z J4 - 


OOl c c 
/ Jl- bb 


Sequence 


66, Appl 


O C 1 
Z D 1 


2 9 


A C 

4b . 


a 
. 0 


76 


6 


us - 


10 - 


449- 


QAO OQOCO 

902 - 39252 


Sequence 


OQOCO A 

J92b2, A 


O CO 

zbz 


O Q 

z y 


A C 
4b , 


Q 
. O 


ft c 

00 


7 


us - 


11- 


056- 


OCCD C1AAQ 

JbbB- blOUy 


Sequence 


C 0 A A O A 

bl009, A 


253 


29 


46 


. 8 


94 


7 


us - 


11- 


056- 


1 r r n *i /r 0 

3 bbB- 37678 


Sequence 


37678, A 


254 


29 


4 6 . 


0 

. 0 


94 


7 


US - 


11 - 


056 - 


3 DDB- 77102 


Sequence 


77102, A 


O C C 
ZDD 


O Q 

zy 


C 

4 0 . 


Q 


110 


7 


us - 


11- 


293 - 


COO OOOO 

697- J777 


Sequence 


OOOO A 

Sill , Ap 


OCC 

z bb 


O Q 

z y 


46. 


,8 


110 


7 


US - 


11- 


056- 


OCCD OOCOO 

3 b5B- J7677 


Sequence 


J loll , A 


OCO 
ZD / 


0 0 
z y 


46. 


.8 


1 1 1 
111 


0 


TTC 

Uo - 


11- 


A C C 

Ubb - 


OCCD OOIAI 

JbbB- / /10 1 


Sequence 


77101 , A 


258 


29 


46. 


.8 


117 


7 


US- 


11- 


056- 


OCCD. ft AC A 




QACA An 


259 


29 


46.8 


118 


6 


us- 


10- 


953- 


349-40149 


Sequence 


40149, A 


260 


29 


46.8 


126 


7 


US- 


11- 


293- 


697-2488 


Sequence 


2488, Ap 


261 


29 


46. 


,8 


137 


7 


us- 


11- 


056- 


355B-18725 


Sequence 


18725, A 



http://es/ScoreAccessWeb/GetItem.action?AppId=10667096&seqId=569397&ItemName=us-10-667-096-34.... 8/2/06 



SCORE Search Results Details for Application 10667096 and Search Result us-10-667-096-34.rapbn. 



Page 5 of 34 



262 


29 


4 6 


. 8 


14 1 


6 


US - 


• 10 - 


-449 


q rt o "i -t i a i 


Sequence 


32747, A 


263 


29 


46 


. 8 


14 1 


6 


US - 


• 10 * 


-449 


- y \JZ - 4 Jo lo 


Sequence 


42618, A 


264 


29 


46 


. 8 


156 


7 


us - 


•11- 


- 0 56 


•j ceo O/ICQ 


Sequence 


84 59, Ap 


265 


2 9 


46 


. 8 


157 


7 


us - 


•11- 


- 056 


- Jbbo- 3255 


Sequence 


3255, Ap 


266 


29 


4 6 


. 8 


167 


7 


us - 


• 11 - 


- 056 


-355B-o2y4 3 


Sequence 


62943, A 


267 


29 


46 


. 8 


168 


7 


us - 


11- 


-340 


-003 -'1 9 


Sequence 


19, Appl 


268 


2 9 


4 6 


. 8 


173 


6 


us - 


• 10 - 


-449 


-yuz- jou^j 


Sequence 


36023, A 


269 


y 


4 b 


Q 

. o 


1 "7 "3 
1 / J 


b 


TIC 


• 1 u - 


-449 


QflO /ll CQA 

-yu^-4Jbo4 


Sequence 


43684 , A 


270 


29 


4 6 


. 8 


175 


7 


us - 


• 11 - 


-340 


-003 -22 


Sequence 


22, Appl 


271 


2 9 


4 6 


. 8 


177 


7 


us - 


• 11 - 


- 056 


1CCD £TO;l 1 


Sequence 


62942, A 


272 


2 9 


4 6 


. 8 


190 


7 


US- 


11- 


-34 0 


- 003 - 2 1 


Sequence 


21, Appl 


273 


29 


4 6 


. 8 


196 


6 


us - 


• 10 - 


- 953 


-34 9 - 154 12 


Sequence 


15412, A 


274 


29 


46 


. 8 


196 


6 


US- 


10 - 


- 953 


-349-32715 


Sequence 


32715, A 


275 


2 9 


46 


. 8 


196 


7 


US- 


11- 


-056 


-355B-56493 


Sequence 


56493, A 


276 


2 9 


46 


. 8 


196 


7 


US- 


11- 


- 056 


*5 r rn ^ ft *i *i ft 

-355B-63112 


Sequence 


63112, A 


277 


2 9 


46 


. 8 


197 


7 


us - 


11- 


-056 


-355B-75413 


Sequence 


75413, A 


278 


2 9 


4 6 


. 8 


200 


7 


us - 


11- 


- 056 


- 3 55B- 3 83 1 


Sequence 
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8599, Ap 


317 


29 


4 6 . 


8 


331 


6 


US - 


10 - 


44 9- 


- 902-50041 


Sequence 


50041, A 


318 


29 


46 . 


8 


331 


7 


US - 


11- 


056- 


n ^ ft ft *^ ^ i 

-355B- 100371 


Sequence 


100371 , 


319 


29 


A C 
4 O . 


Q 

. o 


331 


7 


US - 


11- 


056 - 


-355B-lllol0 


Sequence 


111610 , 


320 


29 


46 . 


8 


333 


7 


US - 


11- 


056 


-355B-100370 


Sequence 


100370 , 


■JOT 


29 


4 6 . 


8 


333 


7 


us - 


11- 


056- 


r rn i ^ ^ ft ft 

-3 55B- 111609 


Sequence 


111609 , 


322 


29 


46 . 


8 


352 


7 


us - 


11 - 


056 ■ 


-3 55B- 8598 


Sequence 


8598, Ap 


323 


29 


46 . 


8 


354 


7 


US - 


11- 


056- 


n r rn ftftftji^ 

-355B-20043 


Sequence 


20043, A 


324 


29 


46 . 


8 


362 


7 


us - 


11- 


056- 


-355B-6337 


Sequence 


6337, Ap 


325 


29 


46 . 


8 


363 


6 


us - 


10 - 


953 • 


-349-31676 


Sequence 


31676, A 


326 


29 


46 . 


8 


363 


7 


US- 


11- 


056- 


-355B-68550 


Sequence 


68550, A 


327 


29 


46 . 


8 


366 


7 


US- 


11- 


056 - 


^e^ft) ft ft ft it ft 

-355B-20042 


Sequence 


20042, A 


328 


2 9 


4 6 . 


8 


371 


6 


us - 


10 - 


449- 


- y02 - 35690 


Sequence 


35690, A 


32 9 


29 


4 6 . 


8 


371 


7 


US - 


11- 


056- 


- lff^'ft 1 J i rt "i 

-355B-14183 


Sequence 


14183, A 


330 


29 


46 . 


8 


371 


7 


US - 


11- 


056 - 


-355B- 19171 


Sequence 
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RESULT 35 B97661 probable transcription regulator (PA5428) [imported] - Agrobacterium tumefaciens (strain C5 
Iartchouk, O.; Epp, A.; Liu, F.; Wollam, C; Allinger, M.; Doughty, D.; Scott, C; Lappas, C; Markelz, B.; Flanaga 
A; Molecule type: DNA A;Resjdues: 1-306 A;Cross-references: UNIPROT:Q8UCH5; UNIPARC:UPI00000D1F1F; GB 
GPLLRDLLSAR 227 RESULT 36 S72817 probable glycoproteinase - Mycobacterium leprae N;Alternate names: B16 
S72817 A;Status: preliminary A;Molecule type: DNA A;Residues: 1-351 A;Cross-references: UNIPROT:P37969; L 
GPTIRCALAA 77 RESULT 37 H87480 conserved hypothetical protein CC1869 [imported] - Caulobacter crescentus 
B.; Laub, M.T.; DeBoy, R.T.; Dodson, R.J.; Durkin, A.S.; Gwinn, M.L.; Haft, D.H.; Kolonay, J.F.; Smit, J.; Craven. 
PMID: 11259647 A;Accession: H87480 A;Status: preliminary A;MoIecule type: DNA A;Residues: 1-386 A;Cross-r€ 
Indels 0; Gaps 0; Qy 4 PTLRQXLAARA 14 | : | 1 1 1 1 1 Db 318 PAIMQTLAARA 328 RESULT 38 S65358 familial Alzhei 
the dihydrofolate reductase gene in brain libraries derived from Alzheimer's disease patients. A;Reference numbe 
4; Indels 0; Gaps 0; Qy 3 GPTLRQXLAAR 13 1 1 1 1 1 1 | Db 374 GPDLRSALAGR 384 RESULT 39 E87259 hypothetica 
Nelson, W.C.; Newton, A.; Stephens, C; Phadke, N.D.; Ely, B.; Laub, M.T.; DeBoy, R.T.; Dodson, RJ.; Durkin, A 
crescentus. A;Reference number: A87249; MUID:21173698; PMID: 11259647 A;Accession: E87259 A;Status: pre 
88.9%; Pred. No. 1.3e+02; Matches 8; Conservative 0; Mismatches 1; Indels 0; Gaps 0; Qy 6 LRQXLAARA 14 || 
Mujer, C; Los, T.; Ivanova, N.; Anderson, I.; Bhattacharyya, A.; Lykidis, A.; Reznik, G.; Jablonski, L.; Larsen, N. 
PMID:11756688 A;Accession: AI3493 A;Status: preliminary A;Molecule type: DNA A;Residues: 1-612 A;Cross-re 
Similarity 87.5%; Pred. No. 1.5e+02; Matches 7; Conservative 0; Mismatches 1; Indels 0; Gaps 0; Qy 4 PTLRQX 
Amend, A.; Baquero, F.; Berche, P.; Bloecker, H.; Brandt, P.; Chakraborty, T.; Charbit, A.; Chetouani, F.; Couve, 
Kurapkat, G.; Madueno, E.; Maitournam, A.; Mata Vicente, J.; Ng, E.; Nordsiek, G.; Novella, S.; de Pablos, B.; Pi 
A;Residues: 1-632 A;Cross-references: UNIPROT:Q92BZ0; UNIPARC:UPI00001299E5; GB:AL592022;PIDN:CAC< 
GPTLRQXLAA 12 1 1| | | | | Db 515 GPTLEQALKA 524 RESULT 42 PC4002 phosphatidylinositol-3 kinase (EC 3.1.3.- 
678-682, 1995 A;Title: Phosphatidylinositol-3 kinase in fission yeast: A possible role in stress responses. A; Refer 
Score 34; DB 2; Length 664; Best Local Similarity 42.9%; Pred. No. 1.7e+02; Matches 6; Conservative 5; Mismc 
C98069 R;Hoskins, J. A.; Alborn Jr., W.; Arnold, J.; Blaszczak, L; Burgett, S.; DeHoff, B.S.; Estrem, S.; Fritz, L.; 
5717, 2001 A;Authors: Yang, Y.; Young-Bellido, M.; Zhao, G.; Zook, C; Baltz, R.H.; Jaskunas, S.R.; Rosteck Jr., 
PIDN:AAL00384.1; PID:gl5459247; GSPDB:GN00174 C;Genetics: A;Gene: priA Query Match 54.8%; Score 34; I 
Schizosaccharomyces pombe C;Date: 24-Oct-2000 #sequence_revision 24-Oct-2000 #text_change 09-Jul-2004 
translated from GB/EMBL/DDBJ A;Molecule type: mRNA A;Residues: 1-801 A; Cross-references: UNIPROT:P5052( 
MUID:95290763; PMID:7772832 A;Accession: PC4002 A;Molecule type: DNA A;Residues: 138-163, , K , ,165-235,'] 
internalization and delivery steps of endocytosis A;Note: specific for phosphatidylinositol, inactive on phosphatidy 
I EG PTLRQX LAARA 14 : 1 1 : | : | : | : | Db 444 VEGRLIRETLSAQA 457 RESULT 45 F75525 outer membrane protein - D< 
H.; Jiang, L.; Pamphile, W.; Crosby, M.; Shen, M.; Vamathevan, J. J.; Lam, P.; McDonald, L.; Utterback, T.; Zalev 
PMID:10567266 A;Accession: F75525 A;Status: preliminary A;Molecule type: DNA A;Residues: 1-846 A;Cross-re 
Pred. No. 2.2e+02; Matches 8; Conservative 0; Mismatches 2; Indels 0; Gaps 0; Qy 5 TLRQXLAARA 14 | || ||||| 
novel vertebrate myosin I. A;Reference number: S31926 A;Accession: S31926 A;Status: preliminary A;Molecule 
domain homology F;110-117/Region: nucleotide-binding motif A (P-loop) F;1049-1096/Domain: SH3 homology C 
#sequence_revision 02-Jun-2000 #text_change 09-Jul-2004 C;Accession: A59300 R;Crozet, F.; Amraoui, A.E.; E 
A;Accession: A59300 A;Status: preliminary; not compared with conceptual translation A;Molecule type: mRNA A; 
chain IB; myosin motor domain homology; SH3 homology F;20-677/Domain: myosin motor domain homology Qi 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: July 25, 2006, 09:36:58 ; Search time 295 Seconds 

(without alignments) 
47.035 Million cell updates/sec 



Title: US- 10 -667- 096-34 

Perfect score: 62 

Sequence: 1 I EG PTLRQXLAARAX 15 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2849598 seqs, 925015592 residues 



Total number of hits satisfying chosen parameters: 2849598 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : UniProt_7 . 2 : * 

1 : uniprot_sprot : * 
2 : uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


45 


72 


6 


325 


2 


Q855N9_9CAUD 


Q855n9 


mycobacteri 


2 


43 


69 


4 


531 


2 


Q3VY76_9ACTO 


Q3vy76 


frankia sp. 


3 


43 


69 


4 


554 


2 


Q2T74 0_BURTH 


Q2t740 


burkholderi 


4 


42 


67 


7 


298 


2 


Q3QST4_9RHOB 


Q3qst4 


silicibacte 


5 


42 


67 


7 


544 


2 


Q446W0_SOLUS 


Q44 6w0 


solibacter 


6 


41 


66 


1 


353 


2 


Q9KWU0_9SPHN 


Q9kwu0 


sphingomona 


7 


40 


64 


5 


246 


2 


Q66C35_YERPS 


Q66C35 


yersinia ps 


8 


40 


64 


5 


246 


2 


Q8ZFW2_YERPE 


Q8zfw2 


yersinia pe 


9 


40 


64 


5 


400 


2 


069568_MYCLE 


069568 


mycobacteri 


10 


40 


64 


5 


472 


2 


Q3KCE.1_PSEPF 


Q3kcel 


pseudomonas 


11 


40 


64 


5 


476 


2 


Q44J21_CHRSL 


Q44 j21 


chromohalob 


12 


40 


64 


5 


519 


2 


Q3ANJ4_SYNSC 


Q3anj4 


synechococc 


13 


40 


64 


5 


3308 


2 


Q3MCQ2_ANAVT 


Q3mcq2 


anabaena va 


14 


39 


62 


9 


165 


2 


Q3 0UR0_DESDG 


Q30ur0 


desulf ovibr 


15 


39 


62 


9 


227 


2 


Q9RBZ4_PSESG 


Q9rbz4 


pseudomonas 


16 


39 


62 


9 


227 


2 


Q88BV4_PSESM 


Q88bv4 


pseudomonas 


17 


39 


62 


9 


268 


2 


Q98LGl_RHILO 


Q98lgl 


rhizobium 1 


18 


39 


62 


9 


352 


2 


Q67DX1_9RALS 


Q67dxl 


ralstonia s 


19 


39 


62 


9 


502 


2 


Q82LK6_STRAW 


Q82lk6 


streptomyce 


20 


39 


62 


9 


505 


2 


Q8DGC3_SYNEL 


Q8dgc3 


synechococc 


21 


39 


62 


9 


551 


2 


Q6 7 QP4_SYMTH 


Q67qp4 


symbiobacte 


22 


39 


62 


9 


759 


2 


Q2JM75_9CYAN 


Q2jm75 


cyanobacter 


23 


39 


62 


9 


1124 


2 


Q2J6J7_9ACTO 


Q2j6j7 


frankia sp. 


24 


38 


61 


3 


27 


2 


Q9GU44_9METZ 


Q9gu44 


sycon rapha 



http://es/ScoreAccessWeb/GetItem.action?AppId=10667096&seqId=569399&ItemName=us-10-667-096-34.... 8/2/06 



SCORE Search Results Details for Application 10667096 and Search Result us-10-667-096-34.rup. 



Page 2 of 48 



25 


38 


61 , 


. 3 


27 


2 


Q9GU4 5 9METZ 


26 


3 8 


61 . 


. 3 


175 


2 


Q6 9MK4_ORYSA 


27 


3 8 


6 1 , 


. 3 


379 


2 


Q5LP04_SILPO 


28 


38 


6 1 . 


. 3 


386 


2 


Q2UMG7_ASPOR 


29 


3 8 


61 . 


. 3 


398 


2 


Q3K8U8_PSfc*rr 


30 


3 8 


6 1 . 


. 3 


4 15 


2 


Q4K4Y7_PSEr 5 


3 1 


38 


61 . 


. 3 


429 


2 


Q4NA4 4_9MIL.L 


32 


3 8 


61 , 


. 3 


441 


2 


Q7 3 S 5 5_MYC PA 


33 


3 8 


61 . 


. 3 


664 


2 


Q9K9Z0_BACHD 


34 


38 


61 , 


. 3 


8 12 


2 


Q3 WD3 6_9ACTO 


35 


3 8 


61 . 


. 3 


883 


2 


Q4 4 CM3_CHRSL 


36 


3 8 


6 1 . 


. 3 


947 


2 


Q6 9Z4 9_MOUSE 


37 


38 


61 . 


. 3 


994 


2 


Q6DFU9_MOUSE 


38 


38 


61 . 


. 3 


1096 


2 


Q2ZUQ8__SHEPU 


39 


3 8 


61 , 


. 3 


1228 


2 


Q3UPD8_MOUSE 


40 


38 


61 . 


. 3 


1241 


2 


Q9HFY7_COLGL 


4 1 


38 


61 , 


. 3 


1289 


1 


S 3 TC 2 _M0US E 


42 


38 


61 , 


. 3 


2987 


2 


Q7QWR0 GIALA 


43 


37 


59 . 


. 7 


53 


2 


Q5YWJ5 NOCFA 


44 


37 


59 . 


. 7 


134 


2 


Q5LF7 7_BACFN 


45 


37 


59 . 


. 7 


175 


2 


Q 9 2 KP 6_RH IM E 


46 


37 


59 . 


. 7 


180 


2 


Q3J4B1 RHOS4 


47 


37 


59 . 


. 7 


194 


2 


A*^ *^ TA/\ mt J O HP A) 

Q72JS0_THET2 


48 


37 


59 . 


. 7 


210 


2 


Q4 4 FR1_CHRSL 


49 


37 


59 


. 7 


219 


2 


Q4 P4 Y5_USTMA 


50 


37 


59 


. 7 


229 


2 


A**» iv nr A A\7>TA A 

Q3AZ50_SYNS9 


51 


37 


59 


. 7 


238 


2 


Q9LTX 0_ARATH 


52 


37 


59 . 


. 7 


244 


2 


Q8 PPV5_XANAC 


53 


37 


59 


. 7 


295 


2 


Q8Y2M4_RALSO 


54 


37 


59 


. 7 


302 


2 


Q742B3_MYCPA 


55 


37 


59 


. 7 


323 


2 


Q4 CYK7_TRYCR 


56 


37 


59 


, 7 


348 


2 


Q3P9G9_PARDE 


57 


37 


59 . 


. 7 


358 


2 


Q2 YCG 0_N I TMU 


58 


37 


59 . 


. 7 


392 


2 


Q2XE52_PSEPU 


59 


37 


59 , 


. 7 


392 


2 


Q88NB4_PSEPK 


60 


37 


59 . 


. 7 


398 


2 


Q74 0W3 MYCPA 


6 1 


37 


59. 


. 7 


457 


2 


Q3X4X7 9ACTN 


62 


37 


59. 


.7 


472 


2 


Q3 P7 1 9_PARDE 


63 


37 


59. 


.7 


491 


2 


Q8U9P9_AGRT5 


64 


37 


59.7 


514 


2 


Q2U4 P0_ASPOR 


65 


37 


59. 


.7 


558 


2 


Q4D731__TRYCR 


66 


37 


59. 


.7 


559 


2 


A^AV7*7 rr^t rr^rp rt 

Q5SK77_THET8 


67 


37 


59, 


.7 


608 


2 


Q2 KGN7_MAGGR 


68 


37 


59. 


.7 


608 


2 


Q4 6SU3_RALE J 


69 


37 


59. 


.7 


610 


2 


Q2UF05_ASPOR 


70 


37 


59. 


. 7 


642 


2 


Q4 V834_XENLiA 


71 


37 


59. 


. 7 


647 


2 


Q7 ZWR1_XENLA 


72 


37 


59. 


. 7 


707 


1 


DP13A_M0USE 


73 


37 


59. 


.7 


707 


2 


Q3UJP7_MOUSE 


74 


37 


59. 


. 7 


708 


2 


Q6 P 9 I 3 _X ENLA 


75 


37 


59. 


. 7 


709 


1 


DP13A_HUMAN 


76 


3 7 


59. 


,7 


722 


1 


FINl_SCHPO 


77 


37 


59, 


, 7 


74 1 


2 


Q4RIF7_TETNG 


78 


37 


59. 


. 7 


776 


2 


Q4 ST6 7_TETNG 


79 


37 


59. 


. 7 


828 


2 


A A A All AmA 

Q2 J 7X 9_9 ACTO 


80 


3 7 


59, 


. 7 


1896 


2 


Q9DRA1_9VIRU 


8 1 


37 


59, 


. 7 


3171 


1 


ERYA3_SACER 


82 


37 


59, 


. 7 


3171 


2 


Q5UNP4 SACER 


83 


37 


59, 


. 7 


3314 


2 


Q2KX68 BORAV 


84 


36.5 


58. 


. 9 


333 


1 


CBBR_XANFL 


85 


36 


58. 


. 1 


8 1 


2 


Q2 PZS6_HUMAN 


86 


36 


58, 


. 1 


129 


2 


Q 7 QTQ5_G I ALA 


87 


36 


58. 


. 1 


14 1 


2 


Q93L35_RHILV 


88 


36 


58. 


. 1 


150 


2 


Q3 R VB 8 _RAXjM E 


89 


36 


58. 


.1 


208 


2 


Q3 14 Y7_DESDG 


90 


36 


58. 


1 


226 


2 


f\ A 7ATTTTT rtT7T7T^tX 

Q4AUU7_9BURK 


91 


36 


58. 


1 


232 


2 


Q5 3 IiM 9_ORY S A 


92 


36 


58. 


1 


248 


2 


A^APtf A AiAT /AAA 

Q3C5H0_9CLiOT 


93 


36 


58. 


1 


258 


2 


A A O O T A niTTT A 

Q982J8_RHILO 


94 


36 


58. 


1 


260 


2 


Q5LT94_SILPO 


95 


36 


58. 


. 1 


261 


2 


Q4 4 1 9 0_CHRS L 


96 


36 


58. 


, 1 


264 


2 


Q3VYT1_9ACT0 


97 


36 


58. 


1 


265 


2 


Q3 5H34_9BRAD 


98 


36 


58. 


. 1 


265 


2 


Q35P56_9BRAD 


99 


36 


58. 


, 1 


265 


2 


Q3 FD2 8_9BURK 


100 


36 


58. 


, 1 


265 


2 


Q3 RZQ9_RALME 


101 


36 


58. 


. 1 


265 


2 


Q3 JG14_BURP1 


102 


36 


58. 


. 1 


265 


2 


0?TFD1 9DET.T 


103 


36 


58. 


1 


265 


2 


Q62D62~BURMA 


104 


36 


58. 


1 


265 


2 


Q63M96_BURPS 


105 


36 


58.1 


268 


2 


Q4 5AU8 9BURK 



Q9gu45 sycon rapha 
Q6 9mk4 oryza sativ 
Q51p04 silicibacte 
Q2umg7 aspergillus 
Q3k8u8 pseudomonas 
Q4k4y7 pseudomonas 
Q4na44 arthrobacte 
Q73s55 mycobacteri 
Q9k9z0 bacillus ha 
Q3wd36 frankia sp. 
Q44cm3 chromohalob 
Q69z4 9 mus musculu 
Q6dfu9 mus musculu 
Q2zuq8 shewanella 
Q3upd8 mus musculu 
Q9hfy7 colletotric 
Q80va5 mus musculu 
Q7qwr0 giardia lam 
Q5ywj5 nocardia fa 
Q5lf77 bacteroides 
Q92kp6 rhizobium m 
Q3j4bl rhodobacter 
Q72js0 thermus the 
Q44frl chromohalob 
Q4p4y5 ustilago ma 
Q3az50 synechococc 
Q9ltx0 arabidopsis 
Q8ppv5 xanthomonas 
Q8y2m4 ralstonia s 
Q74 2b3 mycobacteri 
Q4cyk7 trypanosoma 
Q3p9g9 paracoccus 
Q2ycg0 nitrosospir 
Q2xe52 pseudomonas 
Q88nb4 pseudomonas 
Q740w3 mycobacteri 
Q3x4x7 rubrobacter 
Q3p7i9 paracoccus 
Q8u9p9 agrobacteri 
Q2u4p0 aspergillus 
Q4d731 trypanosoma 
Q5sk77 thermus the 
Q2kgn7 magnaporthe 
Q46su3 ralstonia e 
Q2uf05 aspergillus 
Q4v834 xenopus lae 
Q7zwrl xenopus lae 
Q8k3h0 mus musculu 
Q3ujp7 mus musculu 
Q6p9i3 xenopus lae 
Q9ukgl homo sapien 
013839 schizosacch 
Q4rif7 tetraodon n 
Q4st67 tetraodon n 
Q2j7x9 frankia sp. 
Q9dral botrytis vi 
Q03133 saccharopol 
Q5unp4 saccharopol 
Q2kx68 bordetella 
P2554 5 xanthobacte 
Q2pzs6 homo sapien 
Q7qtq5 giardia lam 
Q93135 rhizobium 1 
Q3rvb8 ralstonia m 
Q314y7 desulfovibr 
Q4auu7 polaromonas 
Q53lm9 oryza sativ 
Q3c5h0 alkaliphilu 
Q982j8 rhizobium 1 
Q5lt94 silicibacte 
Q44i90 chromohalob 
Q3vytl frankia sp. 
Q35h34 bradyrhizob 
Q35p56 bradyrhizob 
Q3fd28 burkholderi 
Q3rzq9 ralstonia m 
Q3jgl4 burkholderi 
Q2ifd3 anaeromyxob 
Q62d62 burkholderi 
Q63m96 burkholderi 
Q45au8 burkholderi 



http://es/ScoreAccessWeb^ 8/2/06 



SCORE Search Results Details for Application 10667096 and Search Result us-10-667-096-34.rup. 



Page 3 of 48 



106 


36 


58 




268 


2 




Q4ltv5 


buT-khol t\&v\ 

uui. j^iiuiUCL X 


107 


36 


58 




273 


2 




Q72ea3 


/H ^ pi » T f i-iif-1 V> y~ 


108 


36 


58 


I 


286 


x 


QDPP DDflMM 


Q7v3x3 


^ X UV.111UI 


109 


36 


58 


1 


319 


2 


y j rtrurl D C3 LI\.\—\J 




Bui c^uuinyuc 


110 


36 


58 


1 


328 


2 




Q3ihc0 


DQPtirina 1 t" ^ r - 
^scuuua itci 


111 


36 


58 


, i 


329 


2 


OQft.Tftft RHTL.O 


Q98 j 88 


J- 1 1 X il» kj X Li I LI X 


112 


36 


58 


, i 


331 


2 


O60 6L.9 METCA 


Q60619 




113 


36 


58 


, i 


332 


2 


O^Tl YR RHOS4 


03i lv8 

V-* J J -J ° 




114 


36 


58 


1 


344 


2 




Q9adf 6 


o l x u ijiiiy c 


115 


36 


58 


, i 


345 


2 


OR9T.R9 ^TRAW 


Q82189 


o x cjjc v^itiy \_c: 


116 


36 


58 




345 


2 


OQT flP7 QTPPO 


Q9l0r7 


oil C kJ U KJil iy c c 


117 


36 


58 


, x 


350 


2 




Q9a5yl 


/"•oil "1 f t" pr 


118 


36 


58 




358 


2 




Ofi "i rrm4 

\£ O X U III** 


Ui clt-Iiy UdllXU 


119 


36 


58 




374 


2 




Q73s53 


uiy V_ UUd ^ LCI 1 


120 


36 


58 




382 


2 


09PX01 RHORIT 
yz i\Ay i rvi i r\ \j 


Q2 rxq 1 


X 1 1UUUDU1 XXX 


x z x 


36 


58 




387 


x 




P4 73 55 


my *-> x a aula. 


1 ")9 
XZZ 


3 6 


58 




396 


2 


H77VP1 Mvrpa 


V / d ypx 


Uiy LOUdC UCi X 




36 


58 




397 


2 


D^QPPfi RTTMZlKf 
yD-/JEjIrO n U rLrtlN 


Q59ep6 


I1VJIIKJ octpxcll 


1 Z*± 


36 


58 




4 13 


2 




Q397c0 


UUx MlUIUcI 1 


1 9 R 


36 


58 




431 


2 


yilNwOD ^rll^V- 


H4 n r- ft C 

V» lit. O D 


a x L luUUat, L c 


1 9C 
X Z o 


J o 


58 




4^9 
*i DZ 


z 


HAPTPfl MZVPiyTV 

y ft Kj f o riMv_ r i\ 


Q4 r3p8 


ma/^a/*a ^ a c r* 
IlldCdtd laoC 


1 9 *7 


O o 


D O . 




4 Q 


9 

z 


y Z I\nOD BUKA V 


H9lf wefi 
. yZKWSO 


ooructciid 


128 


36 


58 


1 


440 


2 


nfiQR^ft rjPYQZi 
yOOOJO UK I OH 


yo oOjo 


/-> v*t/7 a cat" "i i / 
Uiy^d sdLI V 


129 


36 


58 


1 


4 91 


2 


H7fi9fiQ T.PTnn 


W / O Z D ^7 


x c x o in nail x a 




J o 


c ft 

D O 


■ x 


4 Q1 


9 
z 


riTC^A^ t pmn 

U fO DftD XjC*XUU 




ici snnidnia 


131 


36 


58 




4 91 


2 


nADP^ft T.PTMfi 
V4y" D O ij E* X I'irt 


Q4qf 58 


1 pi c Vima n i a 
x c x oilmen ix ci 


1 "59 
J. J z 


J o 


ft 

D O . 




D UZ 


z 


ncvMVR unrpa 




UUvdlUld X ct 




D o 


Cft 
d o . 


• X 


CI 1 
D X X 


9 

z 


AOYQRA D CP DT T 
Wz Aj7/\ft r OCjirU 


yZX5d1 


poc LiCJUinOIlcl o 


1 ^ 4 
X J % 


J o 


R ft 

JO . 


• X 


COT 
DZD 


9 
Z 


H9Tn\7fi onpT T 

yZXUVO ^LJUiIjI 


yz Xtl v D 


d 1 1 a c x cj u i y Jto Li 


X .5 D 


■3 O 


R ft 
D O 




CC4 
DDI 


9 
Z 


m.TTTVQ UTTRP1 
^DuJVI ?_DUKrJ. 




UUXKIKJIUCI X 


136 


36 


58 




554 


2 


Hfi9AYR P.TTRMA 


Ofi9^ vft 
yo z dAo 


Vm 1 V If Vl /"1 1 ^<S>T*1 
1JU1 M1U1UCI X 


137 


36 


58 




554 


2 


Dfi^Kfm RTTRPQ 
jl\U j DUi\ro 


nfi7k05 
yo j a.u j 


hnrVhnl rif*T"S 

UUi MlUiUCl X 


138 


36 


58 




562 


2 


rmvwQ9 MnrPA 

y D i 1M -7 Z IN V^V' r 


Q5yn92 


r-»f-\<— -| a fa 
lIULaJLUlO X d 


139 


36 


58 




566 


2 




Q4r8k9 




14 0 


36 


58 




569 


2 


D9YP,rfi MTTM1T 


y« yu^o 


11 X L. x uouopi X 


14 1 


36 


58 


1 


583 


2 


D4^T,f57 <?nT.TTC; 
y4 JJjo / DUJjUo 


Q43 lg7 


bUlIUdL ICI 


142 


36 


58 


1 


584 


2 


n5^MM9 TRYMP 


V„/ J J muz. 


c y\rr>t" nrnrn i 
i^i.ypLuuuuv«iJ 


143 


36 


58 


1 


586 


2 


nsKOi 0 PRYMR 

\^ D XV V_ XV J. iM o 


D5kr1 0 


X V Ly UwL ww I* U 


1 44 


J o 


DO . 






9 

z 


OQRP1 D RHTT.O 


y?opiu 


X I1X ZUJJX U1I1 X 


1 4 R 


J D 






fine 


x 


mrdi HlTMZiM 
vi dux n urLrtXJ 




r~\mr~\ cam on 

iiuiucj ociLyxcii 


146 


36 


58 


1 


620 


2 


D7VWTe ORY^A 


Q7xwi 5 


uiy £>a l i v 


147 


J D 


DO . 




ODO 


9 
z 


U^yroj Xi Ci x vu\ 


y*±tJX D 7 


1 ot enmam a 
XCX ollillctllXd 


148 


36 


58 




668 


2 


^TWlffi PHHC4 
yDxwivD K.nuo4 


Q3 iwk6 


X 1 lUUUlJd C_ LCI 


149 


36 


58 




691 


2 


O9W0MQ MAfiQA 


yzwuiii? 


fUciy lie LUapiI 


J.OU 


J D 


Do . 


. X 


O 7Z 


9 

z 


r»4nr*TTft tptmi 




1 a i cYimaiii a 
X CI alimclIlXcl 


151 


3 6 


58 




692 


2 


VjDyj D A_MJN ^ D 






152 


36 


58 




796 


2 


OftRT.94 ^TRPn 


Q9rl24 


o c x cij i_ winy wc 


153 


36 


58 




802 


2 




Q3 f cp9 


Vm i vlv Vi/*i 1 /lori 


154 


36 


58 . 


x 


802 


2 


O^TI T.O RAT 


Q3tll0 


raffiiQ nnrv 


155 


36 


58 


1 


806 


2 


o^y^r 1 "^ mptpt, 


Q3x9c3 


t~ \/ 1 nViari 

I l!C L,iiy lUJJaL X 


156 


36 


58 


x 


835 


2 


09.TftM"5 OiPTO 


H9H ftn^ 
yz J Oil J 


f ranVi a 01^ 
XXdilJvXcl Sjp . 


157 


36 


58 




913 


2 


OCP470 QTPVP 


OC R4 *7 R 
o*« zo 


t. rypdnostjind 


1 CO 


DO 


DO , 


, 1 


OCA 


2 


y4 JL JA / OXoZjiti 


Q4i] a7 


gibbers 1 la 


ICQ 


"J £ 
J o 


D O . 


X 


I70 / 


9 

z 


yOAjEiO DAL-IIn 


yodjeo 


bacteroides 


160 


"3 £ 
J O 


C ft 
D O . 


x 


?^X 


9 

z 


niTPOil MOT TCI? 




mus muscuxu 


161 


36 


58 


x 


1028 


x 




\J_ ifi / D O 


Kne haiiTiic 
u w 0 L0UIU9 


162 


36 


58 


x 


1028 


x 




000 159 


Vi nmA c3/>i on 


163 


36 


58 


x 


1028 


x 




Q9wt i 7 


mnc mi 1 c/^i i 1 11 

UlUn IIILlOwLlXU 


164 


36 


58 


x 


1028 


2 




VOIXVJ / 


\t f\mf\ e a n "i *> t> 

numo sdLyxcii 


165 


36 


58 


x 


1028 


2 


yjy<i j i riuuoij 


Q3u23 1 


mnc mncnil 11 
IIIUO IIIUOCUIU 


166 


36 


58 . 


x 


1028 


2 




r\Cnrl4 Q 

yDIlU** 


mne mi ici^iiI 11 


167 


36 


58 


x 


1028 


2 


Ofi^^^R RAT 


Q63355 


xduL.Ua nuiv 


168 


36 


58 


x 


1030 


2 


OftfiYQC. UITMZiM 

O O J. J Zj n U I'LrllM 


yo oyjj 


Vi /"MTirt oani on 
iiuiuv oapicn 


169 


36 


58 . 


x 


1044 


2 


DQRRRfi MDIIQP 
yjDixDO nuuuL 


Q9erb6 


mi 1 a miio^iil 11 

IIIUO IIIU0LUJ.U 


170 


36 


58 


x 


1078 


2 


DRT.T.yq nRVQA 

yOiiiJAJ U[\IOn 


Q8llx9 


rm/7a oahi v 
uiy SdUi v 


171 


36 


58 . 


x 


1088 


2 


033 9Y4 ORYSA 


033 9v4 




172 


36 


58 . 


x 


1097 


2 


04LE56 HITMAM 


Q4 le56 


homo cani f»n 


173 


36 


58 


x 


1279 


2 


n9R6H c i nRVQA 


y z x oiiD 


rt*r*\r , ya eahi v 
uiy bdLi v 


174 


36 


58 . 


x 


1337 


2 


D^^KOft ORY^A 
yjji\yo Vu/iviom 


y^ j /vv^ o 


uiy oaLi v 


175 


3 6 


58 


x 


1361 


2 




y j jtny u 


ludyncCucoLC 


176 


36 


58 


x 


13 83 


2 


D9R4rMfi ORYQA 
y^tvllvo Union 


y z x 1 1 id 


UXyzd sdwXV 


177 


36 


58 . 


x 


13 98 


2 


O^^.TC^ nRY<?A 


Q53 j s3 


uxyZd odLIv 


178 


36 


58 . 


x 


14 00 


x 


RTP1 CPHPD 


096nri7 
yjo ixj_iD 


ouiiisosduun 


179 


36 


Cft 
D O . 


x 


14 16 


9 
Z 


otp^ C4 novca 

y /IjD D4 UrC I On 


07nC C4 

y /gbDi 


oi^yza sativ 


180 


36 


58 . 


x 


14 16 


2 


ORW^Pft ORYCZv 
yonociO ukioa 


yowjco 


UXyzd bdLlv 


181 


36 


58 . 


x 


1 4 Cfi 
X*i DO 


2 


y3rl3rO__UKloA 


y Dixy wd 


oryza sativ 


182 


36 


58 


x 


14 67 


2 


y / Anllj UfllOn 


A7v i.n i C 
y /awuj 


oryza sativ 


183 


36 


58. 


1 


1473 


2 


Q8H8R0_ORYSA 


Q8h8r0 


oryza sativ 


184 


36 


58. 


1 


1473 


2 


Q94H22_ORYSA 


Q94h22 


oryza sativ 


185 


36 


58. 


1 


1476 


2 


Q7XS24 ORYSA 


Q7xs24 


oryza sativ 


186 


36 


58. 


1 


1480 


2 


Q7XLJ7 ORYSA 


Q7xlj7 


oryza sativ 



http://es/ScoreAccessWeb/GetItem.action?AppId=10667096&seqId=569399&ItemName=us-10-667-096-34.... 8/2/06 



SCORE Search Results Details for Application 10667096 and Search Result us-10-667-096-34.rup. 



Page 4 of 48 



187 


"3 C 
D O 


DO . 


1 

. i 


14 84 


2 


y / A.1 i / u *»/r\. x Ort 


y i jsmi 1 u 


oryzs sativ 


188 


O £ 


C Q 

DO , 


i 

. i 


1 A Q ez 


2 


yoo /OU UKIOH 


AQ o o c n 
yo s / ou 


oryza sativ 


189 


J O 


DO . 


. x 


1 CO "3 
± DZ J 


2 


yDXilMUU UKlOn 


Aft 1 mnn 
yoxiuu u 


oryza sativ 


x y u 


J o 


DO . 




1 COQ 
J. DZ 5> 


z 


y^ao o j union 


yz xo S3 


r\Tr\r*7 eat" i ir 

uxy2a sdLiv 


1 Q1 


J o 


DO i 


. x 


i DD U 


z 


VDj J / X UKIOM 


r»cOn 71 
yDDJ /X 


OryZd bdLlv 


1 QD 

iyz 


-3 o 


DO . 


i 

. i 


■L DD D 


z 


yDDlMU / UKIOrt 




oryza sativ 


1 QO 

iy j 


D o 


Rft 

DO . 


■ x 


1 "3 
X Dft D 


z 


JMy? UKIOM 


rt*3*3anQ 


oryza sativ 


194 


OC 
JO 


C Q 

DO , 


. i 


1 DD U 


z 


yzyrZjX UKIOH 


Q2qpz 1 


oryza sativ 




OC 
J o 


DO . 


i 

. X 


X Do4 


z 


mvnaQ advczv 

y / X UM3__UK I OH 


y /yud7 


oryza sativ 




O.C 


DO . 


. J. 


X DO y 


z 




r»C3*i "3 1 

ybJ j D x 


oryza sativ 


197 


"3 c 


DO ■ 


. 1 




z 


OCliJCAO ADVC A 

yjw da / vjk i o>\ 


Q5w6a7 


oryza sativ 


198 


OC 


c; q 

DO . 


. J. 


X Dj^ 


z 




y /xi so 


oryza sativ 


199 


J o 


t; (3 

DO , 


. X 




z 


riQCoftO novca 

yoo /OZ UKIoA 


AO e O ft O 

yo s / o z 


oryza sativ 


200 


"3 c 
D o 


C Q 

DO , 


. 1 


X D SO 


z 


ft33Q74 ADVC A 


AO 0 Q A 

y j d y Z4 


oryza sativ 


o n i 


36 


58 




1607 


2 


yZkJKI't UKlOn 


yzqxTyfk 


OiyZd bdLlv 


z uz 


36 


CO 

DO . 




1625 


2 


y / AK4 U UK I 


Q7xi?4 0 


oryza sativ 


o n "3 

Z U J 


"3 c 


cq 

DO . 




lOI D 


2 


yzyrr j UKion 


yzqpr b 


oryza sativ 


o n a 

ZU^ 


"3 C 


58 




XOft o 


z 


H7WT17 3 QliPTn 

y / vm i a p y>\u iu 


y /WLcJ 


SLicpLOinycc 


205 


"3 C 


C Q 

DO . 


. 1 


1 CCD 
XbDZ 


z 


nQAOftB HDVC A 

yo4oyo ukioa 


Q84 sq8 


oryza sativ 


one 
ZUb 


"3 £ 

3b 


C Q 

DO . 


. 1 


Xbob 


z 


nC3VD3 nDVOR 


rtC3lr«3 

ybJicpD 


oryza sativ 


207 


"3 C 

■3 b 


58 . 


. 1 


1 CQQ 

ibi?y 


z 


yZyKA / UKlbA 


Q2qra7 


oryza sativ 


208 


O C 

Db 


58 . 


. 1 


X /bz 


z 


MDO TO ADVOS 

yzKz j y UKibA 


Q2r2] 9 


oryza sativ 


zuy 


"3 C 

J b 


DO , 


. 1 


x / / u 


z 


yoDXUD UKiori 


Aft C 1 A 1 

yo b laj 


oryza sativ 


210 


Db 


DO . 


, 1 


1 Q A O 
Xo4 / 


z 


yDDWUD UKibA 


ACOt-irt o 

yb jnuD 


oryza sativ 


211 


1 c 
do 


DO , 


1 

. 1 


1 Q O O 

i y z z 


z 


y4 UAAb I HbAN 


Q4uax6 


theileria a 


212 


36 


58 


. 1 


2221 


2 


Q5AV4 2_EMENI 


Q5av42 


aspergillus 


213 


36 


58 


■ 1 


3092 


2 


nCUMMl r\D VC7I 

ybWMN /_URYfaA 


Q5wmn7 


oryza sativ 


214 


*3 C 

J b 


58 , 


1 


"3 o c o 
Jzbo 


z 


yzXUD /_yubiji 


Q2ig57 


anaeronryxob 


215 


Jo 


C Q 
DO . 


■ X 


an a 
bz /4 


z 


rk"3 TCQ*7 DTTOD1 

yJOfay /_iiUKt , X 


AO -» Q O 

yj j sy / 


burkholderi 


o i c 
Z lb 


"3 C 

Jo 


DO , 


. 1 


£ O 1 A 

bz /4 


z 


OCOIIA/l DITDDC 

ybJUA4 bUKFo 


AC On o /l 

yb JU34 


burkholderi 


217 


36 


58 . 


. 1 


6889 


2 


rtOVPyl n T37VT C/^ 

Q8 AS4 0_KAiiSO 


yoxs4 o 


ralstonia s 


218 


35.5 


57 , 


3 


555 


2 


r\1 AU T"7 AKT/V"»A 


Q7qhj 7 


anopheles g 


219 


35 . 5 


57 


3 


874 


1 


UXiND PHUPR 


Q6ln22 


photobacter 


22 0 


35.5 


57 


. 3 


874 


1 


VjIiWD vxbpa 


Q87md6 


vibrio para 


221 


"3 c 
D D 


Db , 


. D 


C 1 

b x 


z 


yDxoX4 INUUrA 


ybys X4 


nocardia fa 


222 


"3 C 
J b 


Db , 


. D 


*7 c 
/ D 


z 


mpeni r*uT ait 


yDcbu x 


chlorof lexu 


223 


"3 C 


cc 
Db , 


c 

. D 


O Q 


z 


yjXlnD XSJAIr'iJ 


AO -! h> c 

yj l cnb 


nat ronomona 


O D A 
ZZ4 


J b 


cc 
Db . 


. D 


Q -5 

yj 


Z 


CiQOnGI ddb TA 

yoyuo / dkaum 


AQ Oi i c? O 

yoyus / 


oidayrnizuu 


DOC 

z z d 


"3 C 


cc 

DO . 


. D 


xz o 


z 


OOKIDOft QfRTTn 

yzi»r' / o yuMUtJ 


AOnt-vO ft 

y z up / o 




o o c 
zZb 


"3 c 
D b 


Db , 


. D 


1 "3 "3 
X D J 




mc3T o Mxrnr'D 

y /£* jijy__rJc»UL.K 


AO pTl Q 

y /sj x y 


neurospora 


227 




bb . 


. D 


14 1 


z 


y Z A3Dj_Kh X Ei 1 


yZKbDj 


rhizobium e 


O O Q 

zz o 


O C 


bb . 


c 

. D 


3 4 "3 
14 D 


X 


rlZAV IMCiUL-K 


AQ 73nA 

yo / jg4 


neurospora 


zz y 


"3 C 
J b 


Db , 


. D 


1 il "3 
X4 D 


z 




AO I3a3 

yz ijcj 


rjracnypouiu 


230 


35 


56 . 


. 5 


165 


2 


QJ oTP7_MARHY 


Q36tp7 


marinobacte 


231 


35 


56 . 


■ 5 


175 


2 


y y Jj4 d D_yALTu 


Q9l4 55 


propionibac 


232 


35 


56 . 


. 5 


178 


2 


y7UDPb_blNPA 


Q7u3p6 


synechococc 


233 


35 


56 . 


5 


179 


2 


ybLiDny bUliUb 


Q613h9 


solanum dem 


234 


35 


56 . 


5 


17 9 


2 


yzlNRD SDELiT 


Q2 inr5 


anaeromyxob 


235 


3 5 


Db . 


. 5 


1 Q A 
lo4 


2 


y /wy /y^LHKvo 


y /nq / y 


chromobacte 


236 


3 5 


c C 

Db . 


. 5 


z x b 


z 


ybKDKD_UKioA 


AClr C*-0 

ybKbrj 


oryza sativ 


DOT 

zd / 


O C 

j b 


Db . 


. 5 


o o c 
Z Z D 


z 


A7RUDQ OVMOP 

yjAnr o oiNbL 


AO ^kf O 


synechococc 


238 


35 


56 . 


5 


229 


2 


AOYVTl DAT OA 


yoxxc j 


ralstonia s 


23 9 


35 


56 . 


5 


24 0 


2 


y7zNC8^_ljEPIC 


Q72nc8 


leptospira 


24 0 


35 


56 . 


5 


24 0 


2 


yaF8bD_LiEPIN 


Q8f 863 


leptospira 


24 1 


35 


56 . 


. 5 


244 


2 


Q6 9MD4__ORYSA 


Q69md4 


oryza sativ 


242 


35 


56 . 


. 5 


246 


2 


yDrilvr U KxiL>b4 


Q3hkf 0 


rhodobacter 


O/l o 
Z4d 


3 5 


56 . 


. 5 


24 6 


2 


yj xrCt / b PAKDfci 


Q3pe7 6 


paracoccus 


244 


35 


56 . 


. 5 


24 8 


2 


ACT XTOI PTT T>A 

ybLNS / bXLPO 


Q5lns7 


si licibacte 


245 


35 


56 . 


. 5 


254 


z 


A3C71 C ODTTDV 

yDr /lb ytJUKK. 


Q3f 7 16 


burkholderi 


246 


35 


56 . 


5 


258 


2 


yjPA4z PAKDh 


Q3pa42 


paracoccus 


D A O 

Z4 / 


o c 

D D 


Db . 


. D 


OCA 
Z 04 


z 


r\A CWDO DAT 17 T 

y^ o wdz khxjCjU 


A A Cu/KO 

y4 bwoz 


raxsconxa e 


24 8 


35 


bb . 


. 5 


DC/1 

zb4 


z 


AODDPQ VRM7VP 

y o PPr y AANAL 


Q8ppf 9 


xa n t homona s 


24 9 


35 


56 . 


5 


271 


2 


ACT >» CC OAT r»c 

ybLt4bo bOLiDE 


Q614 56 


solanum dem 


250 


35 


56 - 


5 


274 


1 


xnX4 AERPE 


Q9y9z0 


ae ropy rum p 


2 51 


35 


56 . 


5 


276 


2 


yoZ7M0 bTRAW 


AQ nVift 

yoz /no 


st reptomyce 


OCT 
Z DZ 


3 5 


c c 
Db . 


5 


0*7*7 

z / / 


z 


TT'nC DTTDD1 
yDUlUD BUKrl 


Q3} td5 


burkholderi 


253 


35 


56 . 


5 


277 


2 


(JoilHo BURPb 


Q6 3 tb8 


burkholderi 


254 


35 


56 . 


5 


281 


z 


A1UDY1 Q OTTO V 


Q3 f bx7 


burkholderi 


Z DD 


"3 C 
D D 


cc 
DO . 


c 
D 


281 


2 


/T3LJnCft 

yDWUDO jHLIU 


AOurrtCft 
yDWClDO 


frankia sp. 


D CC 
Z DO 


"3 Q 


ce 
DO ■ 


D 


O ft 1 
z o X 


D 

z 


AAATTOft QDTTDV 

y4 4UZo youKts. 


AA A 1 1 0 ft 
y4 4UZ O 


burkholderi 


OCT 

ZD / 


"3 C 
J D 


DO ■ 


D 


O ft 1 
Z O X 


o 
z 


C\A1 TO ft QDTTDV 

y4XiUZo yrsuKK 


AA 1 -! O ft 

y 4 x j z o 


burkholderi 


258 


3 5 


c a 
Db . 


D 


*3 

D U4 


z 


ATOCAQ MCTTr'D 

y /bbyy_NEut,R 


y / soqy 


neurospora 


259 


35 


56 . 


5 


307 


2 


Q2IF19__9DELT 


Q2 if 19 


anaeromyxob 


260 


35 


56 . 


5 


. 311 


2 


Q7EYC9_ORYSA 


Q7eyc9 


oryza sativ 


261 


35 


56 . 


5 


314 


2 


Q 3 X W 1 7_y PROT 


Q3xwl7 


magnet ococc 


oco 
Zoz 


•3 c 


Db . 


D 


"3 O 1 
DZ 1 


z 


A/ICVOT DAT DT 

y4bi^l RALEJ 


AA CirO 1 

y4 by z x 


ralstonia e 


OCT 
Z Oj 




Db . 


D 


O OA 
DZ4 


z 


y4 / X Xo UC.LAK 


AA 1 1 1 ft 

y4 / x x o 


dechloromon 


264 


35 


56. 


5 


338 


2 


Q46UI0 RALEJ 


Q4 6ui0 


ralstonia e 


265 


35 


56. 


5 


340 


2 


Q2QSE2~ORYSA 


Q2qse2 


oryza sativ 


266 


35 


56. 


5 


341 


2 


Q73S13_MYCPA 


Q73S13 


mycobacteri 


267 


35 


56. 


5 


344 


2 


Q9RJR6 STRCO 


Q9rjr6 


streptomyce 



http ://es/ScoreAccessWeb/GetItem.action? Appld= 1 0667096&seqld=5693 99&ItemName=us- 1 0-667-096-34. . . . 8/2/06 



SCORE Search Results Details for Application 10667096 and Search Result us-10-667-096-34.rup. 



Page 5 of 48 



268 


35 


56 


. 5 


3 54 


2 


ATMAT 1 OdtDV 

yzWULii ytiUKi 


Q2 ngl 1 


m6 1 ha no spha 


269 


3 5 


56 


. 5 


362 


2 


y J J zHb KnUo4 


yj j z riD 


rhodobac t er 


270 


35 


56 


. 5 


369 


2 


Q8ZYE4 PYRAh 


A Q t \ m A 

yozyei 


pyrobaculutn 


2 71 


35 


56 


. 5 


■i / J 


2 


nOCTOfl UTTM&KT 

yybUoU nurifuN 




homo sapisn 


Z I z 


"3 C 
J b 


bb 


. b 


)QQ 
JO J 


z 


Ol 7HTQ QAPTVJ 


A1-|Hh ft 
vz JUto 


LIdllMd Sp • 


2 73 


35 


bb 


. 5 


O QO 


Z 


ftCIPDC D.ITDMB 

ybzrPb oUKPlR 




buirkholdGir i 


274 


35 


56 


. 5 


3 92 


2 


Ub JPK0_oUKlro 


"3 r^ib- A 

yojpKU 


burkho lder i 


275 


35 


bb 


. 5 


O QO 


z 


UbW / dZ Krl\JirJ\ 


A<; nTKI 

yon / dz 


it hodopscudo 


276 


35 


56 


. 5 


.jyy 


1 




Q7tyy6 


mycobact eri 


277 


35 


bb 


• b 


O Q Q 

j y y 


i 


nvuT mvptii 


AC O C 1 A 


mycobact sri 


278 


35 


56 


. 5 




z 


y /WbiU bUKrA 


Q7wby0 


bordet el la 


279 


35 


56 


. 5 


4 03 


2 


Q/WPX6 BUKBK 


Q7wpx6 


borde t e 11a 


280 


35 


56 


. 5 


406 


2 


Q3 WbT2_yAL.l O 


Q3w5t 2 


frankia sp. 


281 


35 


56 


. 5 


408 


2 


HIDTnC /"1TJT ATT 

Q3 E3 R5__CniiAU 


Q3e3r5 


chlorof lexu 


282 


35 


56 


. 5 


411 


z 


y4bv/J KALiCtO 


y4 bv / j 


ralstonia e 


283 


35 


56 


. b 


4 xz 


z 


y4 bbJ l_^yoUKls. 


A/l ccii 

y4 bb j x 


burkho lderi 


284 




bb 


. b 


A T O 
4 XZ 


Z 


f\A T T riQ QPIIDV 
y4 LiLiUy yoUKrv 


Ail 1 1 A Q 
y4 X 1Q3 


buzrkholdcirx 


285 


35 


56 


. 5 


419 


2 


QyD4K7 MUUbh 


yya4K / 


mus musculu 


286 


35 


56 


. 5 


420 


2 


AOU/I HI TJTTMAM 

QyH4D2 HUMAN 


y y ri4az 


homo sapien 


287 


35 


56 


. 5 


422 


2 


Q67KG4_SYMTH 


Q67kg4 


symbiobacte 


288 


3 5 


56 


. 5 


430 


2 


yzNzPo_ArjKrlY 


Q2n2p8 


a 6 xromona s h 


289 




bb 


. b 


4 o c; 
4 J b 


z 


C\A 1 QT1 V T KTD A 
y4iyj.X 1\.XIMKA 


C\A 1 Qi 1 

y 4 x y x x 


kineococcus 


290 


6 b 


bb 


. b 


A O C 

4 jb 


z 


0*3 TY "7 "3 D1TD D 1 


A^ -i v "3 


burkho lderi 


2 91 


3 5 


56 


. 5 


441 


z 


yjbiK.y^yoKAij 


A"3 C A \> Q 

y^bxKy 


bradyrhi zob 


292 


*3 c 

-J b 


bb 


■ b 


4b/ 


z 


mcwMc; QDDAn 
yobixPib jokau 


A"3 CnmC 

yjbnnib 


bradyrhi zob 


293 


35 


56 


. 5 


472 


2 


Q74 VT4_YtiRPt. 


Q74 vt4 


yersinia pe 


294 


35 


56 


. 5 


473 


2 


AOTD7rt PlDAMP 

Qo rbZO^DROMb 


AO f. QfvA 


drosophi la 


295 


35 


56 


. 5 


473 


2 


(-1QU TUT HDAMD 

yy VJH /^URfJMfc. 


yyvj n / 


drosophx la 


296 


3 5 


56 


. 5 


478 


z 


yoZiQjA /_YrjKPt. 


Q8 zga7 


yersinia pe 


297 


3 5 


bb 


. 5 


4QA 

4oU 


z 


y4 UNL»o_Ub5AL. 


y4 unx o 


desulf uromo 


O Q Q 

zy o 


"3 C 


bb 


. b 


A ft 1 
4 o X 


z 


yooLl X iEiKro 


yoocii 


yersinia ps 


O Q Q 

zy y 


"3 C 
JJ 


bb . 


. b 


A QO 

4 y z 


z 




A/1 Arte»0 

y4 upsz 


aesuiiurotno 


300 


35 


56 


. 5 


500 


2 


Ay1T71DC DAT 

04 V /Bb_KA 1 


Q4v7b5 


rattus norv 


301 


35 


56 


. 5 


501 


2 


04 Wjo3__PSEr D 


Q4kg83 


pseudomonas 


302 


35 


bb 


. 5 


c a c 
bUb 


i 


TTTO MHT1CP 
1UD PlUUoHi 


rbUboo 


mus musculu 


303 


35 


56 


. 5 


505 


1 


TUB RAT 


AQ OOAQ 


rattus norv 


304 


35 


56 . 


. 5 


C A C 

bUb 


z 


(*\A\THA~l MAT 1 C IT 
y4 VA4 X nUUoL 


CSA ira /l 1 

y4 va4 x 


mus musculu 


305 


35 


56 


- 5 


505 


2 


y4br UU^i DlMb 


A/1 o -F/-) A 

y4 st uu 


tetraodon n 


306 


35 


56 


. 5 


506 


1 


1UB HUMAN 


DC A c. m 
PbUbU / 


homo sapien 


307 


35 


bb 


. 5 


CI 1 

bll 


Z 


AQQVDQ DCCDV 


AQDlrf Q 


pseudomonas 


308 


35 


56 


. 5 


523 


2 


o T TO C? "3 

\J3 y4vjU dUKo j 


A*3 QJn A 

yj y4gu 


burkho lderi 


309 


35 


56 


. 5 


53 1 


2 


ATMCUC /-ill o T 7r\ 

y /NbWb LHKVU 


Q7nsw5 


chromobacte 


3 10 


35 


56 


. 5 


532 


2 


r\1 A OCT /T> 

Q3A7W0_PEbCD 


A "3 '7«.i A 

yjavwo 


pelobacter 


311 


3 5 


56 


. 5 


537 


2 


yjMAUU_ANAV I 


Q3mad0 


anabaena va 


3 12 


35 


56 . 


. 5 


537 


2 


AQVT ^JT AM AO 13 


yoyxv / 


anabaena sp 


3 13 


3 5 


56 


. 5 


54 5 


2 


AC TliTTI DTTT3DO 

yb JN I J oURPb 


Q63nt 3 


burkho lder i 


3 14 


3 5 


56 


. 5 


550 


2 


y / JYoU MYL.PA 


A"7 ~l\rrr A 

y / jyzu 


mycobact er i 


3 15 


35 


56 . 


. 5 


552 


2 


yoUJr X^oiNEXj 


yoa] t x 


synechococc 


316 


35 


56 . 


5 


556 


2 


yjHboc) yAC ru 


Q3h60 0 


nocardioide 


317 


35 


56 . 


, 5 


561 


2 


ybBUU / HUMAN 


ybouu / 


homo sapien 


318 


35 


56 . 


. 5 


561 


2 


y3AHL3_SYNSC 


Q3ahl3 


synechococc 


319 


3 5 


56 . 


5 


576 


2 


AO OtJTtO At?A*JIA 

yjywTy (jEomc? 


A"3 Qi .4- Q 

yj ywey 


geobacter m 


320 


35 


56 . 


. 5 


582 


2 


a*3 TUA1 nnnni 
yjJHyX bUKrl 


Q3 jhql 


burkholderi 


321 


35 


56 . 


. 5 


584 


2 


Q9RTR4_DEIRA 


Q9rtr4 


deinococcus 


322 


3 5 


56 . 


. 5 


587 


2 




A"3 1- "3 ft *3 

yzc J OZ 


burkholderi 


323 


35 


56 . 


. 5 


592 


2 


AQ»7MOA r>Tn s~*r\ 

y y ZjN o u o xrcu 


AO rwr-L 0 A 

yyznou 


streptomyce 


o oa 

.JZ4 


35 


bb . 


. 5 


bU Z 


z 


yj w o v / ?Av» i u 


A'it.iQ-ir'T 

yjwo V / 


frankia sp . 


lie 
JZb 


3 5 


bb . 


. 5 


bU / 


z 


AOT ftn/1 DAT AD 

yyxioU4 trKjLiK^a 


AQ 1 OHA 

yy xou4 


polyangium 


lie 
Jzb 


3 5 


bb . 


5 


b X / 


z 


AOT TaTTTQ ADVCA 

yyijvMuy uk i oa 


AQ li.niQ 

y y x wuy 


oryza sativ 


327 


35 


56 . 


5 


620 


2 


A3 ADITQ ATJT All 

yjAPUy t^nLi^H 


Q3apu9 


chlorobium 




J D 


bo . 


b 


CA A 
b4 u 


z 


y Z KU 3 1_UK I oA 


AO v A C 1 

yz ruoi 


oryza sativ 




1 C 


bb . 


5 


bb4 


z 


r\-} T A /I "2 DTJADA 


AO -i A A *3 

yz J J 


r hodop s e udo 




*3 C 

J b 


bb . 


b 


r co 
D DO 


z 


yb JALO bUKro 


A£ TvnC 


DuiKnoiueri 


331 


35 


56 . 


5 


718 


z 


A*3TAA"3 DTJADA 

yj /AL.J RHUPA 


A"3 1a«1 

yj /acj 


rhodopseudo 


IT) 


ib 


bb , 


c 


/bi 


z 


A"3AXTO*7 OVKTOA 
yJAWO / OlMoL 


yjano / 


synechococc 


Jo J 


35 


bb ■ 


5 


QIC 

o JLb 


z 


y4Ki>4b y V1KU 


y4KS4 b 


orange - spot 


o •a >i 
J J4 


35 


bb . 


5 


DDI 

ooX 


z 


f\A DTUQ TTOTMA 

y4PXny_Uo IMA 


OA ViQ 

y4pxny 


ustilago ma 


0 ^ t; 


j b 


DO . 


i D 


J Z Z 


2 


OAWY.7Q &CDT71T 

y4 haj 3__i4orr u 


Q4 wx j 9 


nnorn i 1 1 tie 
a Spc J. y illUo 


336 


35 


56 . 


5 


936 


2 


yyDWD4 RCMVM 


AQ rri A 

y yawu4 


rat cytomeg 


337 


35 


56 . 


5 


941 


2 


AOATTTC QT7TOTT 

yoyujb_y viRU 


Q8qu] 6 


infect ious 


338 


35 


56 . 


5 


1013 


2 


Q5CYS 5_CRYPV 


Q5cys5 


crypt ospori 


339 


35 


56 . 


5 


1017 


2 


Q2Z4J5 yGAMM 


Q2 z4 j 5 


shewane 11a 


340 


35 


56 . 


5 


1017 


2 


Q3bVB4 9GAMM 


AO CitKi 

yj bVD4 


she wane 1 1 a 


j * 1 


j b 


bb . 


b 


inn 


z 


AT<CT\ri"3 QAAMM 


A*3 CAA O 

yj Duuj 


she wan el 1 a 


342 


3 5 


bb . 


5 


1020 


2 


A*3ATT31 QAAMM 

yjy /Ri yuAMM 


03(^7 jrl 


shewane 1 la 


343 


35 


56 . 


5 


1025 


2 


Q8 EH J 1_SHE0N 


Q8ehj 1 


shewanella 


344 


35 


56 . 


5 


1039 


2 


y3 lPC4__SYrlP7 


Q3 lpc4 


synechococc 


345 


35 


56. 


5 


1039 


2 


Q5N4U6 SYNP6 


Q5n4u6 


synechococc 


346 


35 


56. 


5 


1041 


2 


Q3 3 RF7~9GAMM 


Q33rf7 


shewanella 


347 


35 


56. 


5 


1203 


2 


Q9A2L9 CAUCR 


Q9a219 


caulobacter 


348 


35 


56.5 


1220 


2 


Q4QAT3 LEIMA 


Q4qat3 


leishmania 



http://es/ScoreAccessWeb/GetItem.action?AppId=10667096&seqId=569399&ItemName=us-10-667-096-34.... 8/2/06 



